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receive any compensation from them. | am a volunteer and | have spent part of my free
time and resources trying to locate and determine, through medieval research, genetic
testing and analysis, information about the ancient paternal ancestors of families from
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ABSTRACT

Bridging eight centuries: the first Y-DNA study anchored in medieval Alpine
archives.

While autosomal kinship DNA gradually fades over the generations, the
Y-chromosome (Y-DNA) makes it possible to identify close relatives and dis-
tant patrilineal lineages by going back in time, and consequently to locate
most recent common ancestors (MRCA), close or distant, on the paternal line.
Surnames, sometimes identical since the middle of the 13! century, may have
changed several times over the ages. In this type of analysis, it is essential to
trace their evolution precisely. Likewise, a solid understanding of the histori-
cal context in which the analysed families lived, as well as their social stan-
ding, is essential to carrying out such a study properly.

For the first time in the Alps, thanks to the preservation of essential archives
dating from the 13" and early 14" centuries, a book was published in 2010,
comprehensively tracing the beginnings of the medieval history of all the
families from a specific region: the Trient and Eau Noire Valleys’. By combining
this study with genomics, a rapidly developing science, it becomes possible to
draw a comparison between medieval genealogies, often imprecise (birth,
marriage, and death registers do not exist prior to 1600 in the studied region),
and the families, particularly the macro-families, revealed by genomics and
Y-DNA results. This offers an unprecedented insight into the genetic history
and migrations within this alpine region.

This study presents a complete and exhaustive inventory of the Y-DNA of
51 present-day families, whose patrilineal ancestors, uncovered in medieval
archives, were already present in these valleys in the 13" century. We ana-
lysed the Y-DNA 700 of more than 200 participants®, and selected over 150 of
them, all descending from these families through independent paternal
lineages established between 1200 and the present day.

Our research confirms the co-transmission of Y-chromosomes and surnames
within these lineages, allowing us to define a corresponding Y-haplotype for
each surname. We have built a robust database, genotyping each participant
for up to 838 Y-STRs and cross-referencing them with the world’s largest
Y-DNA haplotree, drawn from FamilyTreeDNA's extensive database. We will
also later compare them with those of more than 650 participants from the
Valais (Wallis) project, Switzerland. Where relevant, this study may in
the future be complemented and reinforced by the autosomal DNA and
mitochondrial DNA (mt-DNA) markers already available.

7. Cf. Bibliographie, Raymond Lonfat, vel. I, L'erba, Histoire de la seigneurie abbatiale de la vallée du Trient,
des origines jusqu'en 1349, Salvan, Finhaut, Vernayaz. 2010. Raymond Lonfat, vel. Il, L'erba, Familles de la
seigneurie abbatiale de la vallée du Trient, des origines jusqu'en 1349, Salvan, Finhaut, Vernayaz. 2010. Raymond
Lonfat, vol. Ill, L'erba, Histoire de la seigneurie abbatiale de la vallée du Trient, un monde vide en crise et sa lente
reconstruction, de 1350 jusque vers 1475, Salvan, Finhaut, Vernayaz. 2021 (Unpublished).
Raymond Lonfat, vol. IV, L'erba, Familles de la seigneurie abbatiale de la vallée du Trient, un monde vide en crise
et sa lente reconstruction, de 1350 jusque vers 1475, Salvan, Finhaut, Vernayaz. 2021 (Unpublished).

8. We had to test families living in some villages surrounding the Trient and Eau Noire Valleys, in order
to detect some local families who may have been unnoticed during medieval times, and who still survive,
under different surnames.
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The 51 families are grouped into 21 clusters. Numerous macro-families have
been identified, including two comprising nine surnames and several compri-
sing four or five. Each cluster is the subject of a dedicated document contai-
ning a medieval historical overview, an anonymized account of the tests
undertaken, a comparison of the genetic results with the medieval genealogy,
a search for close relatives outside the two valleys, and a comparison with
ancient Y-DNA. Surname Discontinuity Events (SDE) over the centuries are
precisely documented, making it possible to highlight the correlation between
patrilineal Y-DNA and the final surname. We determine the most recent com-
mon ancestors (MRCA) across various time periods. We present this detailed
information for each specific sub-haplogroup encompassing these larger
family structures, offering remarkable clues as to the period in which these
common ancestors lived, the region where they resided, and consequently, the
most recent migratory movements of their descendants.

This work provides the first panorama of the genetic landscape and overall
haplogroup structure within these two alpine valleys.

“It is living history, connecting people directly to their 13" century ancestors and
confirming the community’s founding narratives through modern science.”.

Around 1900, a hamlet of the village of Trient housing the water-powered sawmill.

9. Christian Rottensteiner (Alpine Populations Researcher: Phylo-Genetics&Haplogroups, Admixture&History;
ORCID iD 0000-0002-3069-2154) has reviewed the structure and composition of one of the first clusters
currently being set up. His input has been significant.
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INTRODUCTION

Ambrose Bierce once quipped that genealogy is merely “an account of one's
descent from an ancestor who did not particularly care to trace his own.” For anyone
attempting to reconstruct a family lineage through the rugged, breathtaking
peaks of the Alps, a strictly paper-based approach is a reliable recipe for a genea-
logical headache and possibly a mild existential crisis. The documents were
written by people who did not imagine us, in languages that have since drifted,
by scribes whose spelling was often at best most politely described as creatively
individualistic.

In places such as the profoundly secluded Trient and Eau Noire valleys, a docu
mented family tree is rarely sufficient on its own. Parish registers of births, mar-
riages, and deaths often do not extend prior to the late medieval period in this
region, which neatly erases some of the most interesting centuries. And even
when a researcher is fortunate enough to unearth an ancient charter or tax roll,
making sense of it requires a firm grasp of local cultural norms and the particu-
lar movements of sub-populations through these narrow valleys. Even through
the critical period when surnames were becoming fixed in the region, Medieval
Alpine farmers, as with many other regions of the world in those times, could be
known to change their surnames even two or three times within the same life-
time, not to mention use variations of one surname that are not always obvious
derivations to modern researchers.

Without a working understanding of local cultural norms and practices then,
traditional documentary evidence alone could cheerfully lead the unwary resear-
cher straight off an Alpine cliff. Yet even the cultural and genealogical paper
evidence that has survived to the present day may not be enough to sift through
the confusion and develop supportable conclusions about the relationships that
connected our ancestors. This is where DNA — any DNA, really, whether Y-DNA,
mitochondrial DNA, or even autosomal DNA - at closer ranges, can illuminate our
way through the confusion.

This is precisely why family groups residing in the isolated Swiss valleys make
such an ideal research focus. Their unforgiving geography fostered a profound
physical and cultural isolation that severely limited external gene flow over many
centuries. These valleys functioned, in effect, as natural laboratories, preserving
ancient Y-DNA lineages and their associated founding surnames with a fidelity
that would have been impossible in the more cosmopolitan, heavily trafficked
lowlands, where lineages were continually diluted and reshuffled.

A FIRST IN THE ALPS study is, in this respect, a masterclass in navigating a com-
plicated history. It reinforces the rigorous application of structured methods and

10. Dave Vance, General Manager FamilyTreeDNA.
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politely declines to take medieval documentation at face value. By testing over
200 male descendants with the highest-resolution Big Y-700 assay, the project
achieves a meticulous and unparalleled integration of modern genetic genealogy
with traditional historical and onomastic research. The underlying thesis is
straightforward: to arrive at fully supportable conclusions, the two disciplines
must be woven together rather than consulted in isolation. Genetics supplies the
biological ground truth; medieval documentation supplies the cultural context
that tells us what that truth actually means. Neither, on its own, is enough.

Ultimately, A FIRST IN THE ALPS stands as a compelling example of how genetic
familial analysis of families and micro-populations can transform our work. By
leveraging Y-DNA, the ultimate patrilineal record keeper™, and further combining
that genetic evidence with traditional documentary evidence, we can extend our
understanding of the relationships between ancestors across many generations.
This approach allows us to connect with those ancestors far more securely, and
far more intimately, than would ever be possible by relying solely on the scarce
and fragile documentary evidence that happens to have survived the ravages of
time, fire, flood, and the occasional distracted archivist. Works such as A first in
the Alps, therefore, teach us, guide us, stretch us, and ultimately challenge us to
extend our research focus to wider horizons.

N

11. To be complemented and reinforced in the future with autosomal and mitochondrial markers where they
are informative.
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GENES TO JOURNEYS: EXTRACTING
MIGRATION PATTERNS FROM DNA

From Haplotype to Homeland: How Y-DNA Rewrites the Map of Migration.

To help the general reader navigate this shift in perspective, | invited lain McDonald —
volunteer administrator of the R-U106 project and author of the reference work on its
phylogeography — to explain, in his own words, how genetic genealogy reconstructs
migration where paper archives fall silent.

Genetic genealogy represents a powerful addition to traditional genealogical
methods, but using it requires a change in mindset from a typical genealogical
world view.

First and foremost, genetic genealogy traces the genetic family tree, not the social
one. Consider a foundling, left on a doorstep and raised by a family who isn't their
own. There may be no paper record of such an adoption, so a traditional family
tree may list their adoptive parents as their real ones, but a genetic family tree
will trace their biological parents. This can be very helpful in correcting a family
tree — not only for hidden adoptions, but for misattributed parents when genea-
logies are incorrect or incomplete. Such cases include not only testing poor-qua-
lity genealogical records but identifying children of previous marriages, etc.

It can also be useful in catching children born outside of marriage. We shouldn't
be surprised that our ancestors were as promiscuous as people today and, in the
absence of reliable contraception, a lot of children owed their existence to a clan-
destine meeting behind a haystack. Genetic testing also catches the infidelitous:
sometimes the father isn't actually the father!

We call this situation a "non-paternity event” or NPE, but a broader term that
accounts for the incompleteness of genealogical records is “not the parent expec-
ted”. We all have these quirks in our family tree. Far from something to be asha-
med of, they are very human things that are part of life’s rich tapestry and,
literally, a part of what makes us... us. But it does mean that, over centuries, any
person’s genetic family tree will drift from their genealogical family tree. Typical
rates are about 1-2% for every parent-child link, and worse if your genealogy is
bad to begin with!

Genetic genealogy’'s other major difference is in its long view. Autosomal DNA
tests represent the most common test, and can reveal a person’s broad ethnicity
and close cousins going back a few generations. To go further, we can use Y-chro-
mosome and mitochondrial (Y-DNA and mt-DNA) testing, which look back up the
male and female lines. Here, we leave the land of cleanly painted family trees,
going back generation by generation. Instead, we paint with much broader brush
strokes, looking for ancestral countries or continents, and marking time in

12.1ain McDonald, volunteer Administrator, Y-DNA haplogroup project R-U106, PhD, astrophysicist, author
of Phylogeography of R-U106, 2026.
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centuries or millennia. These tests look at deep ancestry, tracing the origins of
surnames and tracking one particular set of ancestors’ paths from the earliest
times of modern humans, right through to today.

All DNA tests work not by matching people to existing records, but to each other.
Consequently, we only have information when a family leaves multiple descen-
dants. In the case of Y-DNA, this is when a father has two sons, both of whom
survive and reproduce to leave families still alive to be tested today. If only one
son’s family survives, we can't find out anything about that generation from
Y-DNA. And most lines do die out: a mathematical function called the Galton-Wat-
son process dictates that, in a stable population, 95% of surnames will disappear
within about 500 years of their foundation (more for a shrinking population, less
for an expanding one).

Exploring origins from Y-DNA genetic genealogy therefore means matching
groups of testers with shared genetic results (haplogroups), and looking for simi-
larities between them. If a family-level haplogroup formed 500 years ago and is
only found in Switzerland, chances are their common ancestor 500 years ago
lived in modern Switzerland. Perhaps they belong to a larger haplogroup that
formed 1000 years ago and also has testers in Germany. In that case, one part of
the family probably moved between Germany and Switzerland (but we won't
know in which direction). However, the clues found in a haplogroup's distribution
are normally less straightforward to interpret.

These kinds of snippets of information form a very hazy picture of a family’'s
movements over time. For this reason, reconstructing these movements has
been likened to “crystal ball gazing” in the past. However, the much larger num-
ber of people taking Y-DNA (and mt-DNA) tests today means we are slowly moving
the science of reconstructing people's ancestral journeys out of the realm of
pseudo-science and into science fact.

For example, | come from a long line of peasant farmers and miners. My own
male line extends back toa 1791 marriage in Aberdeenshire in the North East of
Scotland. My Y-DNA matches other people with my surname going back centuries
before that, so | know that my surname did not change in the centuries before
1791.1also match people with other surnames in the Aberdeen area, so | know
that my surname’s origin is likely to be near Aberdeen, where my ancestors lived
around the 1400s. Before that is a few thousand years of unfilled canvas where
we are waiting on other testers to fill in the brush strokes, but it's likely that my
origins are in Northern or Eastern France and, before that, in Southern Germany
and ultimately Czechia. It's not impossible that some of my ancestors farmed
some Alpine valley way back in the Bronze Age.

Ancient (archaeological) DNA can also add some colour to these ancestral jour-
neys. There are now thousands of ancient DNA samples published in hundreds
of papers that have helped us chart the migrations of everything from humans to
the bubonic plague, identifying and tracing population movements that modern
DNA lacks the ability to differentiate. Equally, ancient DNA is not a panacea, as it
lacks the numbers of testers and precision of modern DNA testing. Personally,
I am lucky enough to have two DNA tests that securely place my ancestors 4000-
5000 years ago near Bohemia. The latter of these, an individual called PNLOO1, is
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very close to the ancestor of R-L151, a haplogroup that represents most men in
both Switzerland and indeed all of Western Europe’.

The level of detail in my own story is fairly typical. Some men are more or less
lucky. We can normally tell for certain whether a man’s Neolithic ancestors were
European hunter-gatherers, farmers from Anatolia or invading horsemen from
the Asian steppelands. We can often make a reasonable guess at whether a per-
son’s Classical ancestry is likely to be Germanic, Celtic or Roman, but the ability
to pinpoint individual tribes still eludes us. We can normally fill in some detail
during medieval times, but this depends very strongly on the individual family.

It's important to remember how much of these reconstructions still rely on
guesswork and on methods of interpreting data that are still very much in their
infancy. This is an emerging field where new discoveries are changing ideas every
year, but that's part of what makes it exciting! Do understand, however, that
reconstructing Y-DNA migrations often pushes the available data to the limit of
what it can tell us, so some interpretations are likely to be wrong due to the
incompleteness of that data. The broad brushstrokes we have now will still show
the same bigger picture, but the interpretation of an individual's family history
can change as new data paints more detail in a particular line. We can be hopeful
that the future will let us better remember our past.

N

13.See e.g., M. Zieger & S. Utz, 2020, FSI: Genetics, 48, 102345; https://doi.org/10.1016/j.fsigen.2020.102345.
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GEOGRAPHICAL LIMITS

“Where Two Rivers Meet, Two Destinies Divide.”

The valley of Trient is located in the canton of Valais (Wallis), in Switzerland. Its
name comes from the Trient river, even though the upper part of the valley is
crossed by the Eau Noire river, which takes its source in the department of Haute
Savoie, in France, above the village of Vallorcine. In fact, the two valleys form a
single valley, one valley flows into the other.

The destiny of the populations living in this area has been closely intertwined over
the centuries. Some families being part of the study, closely related to some Val-
lorcine families, are from a village located outside this area, Argentiere, Haute
vallée de 'Arve.

Broadly speaking, the study area has been divided into two distinct zones: the
Trient Valley, to the East and South East, circumscribed between Vernayaz and
Finhaut, and the Eau Noire valley, to the West and South West, circumscribed
between Finhaut and Vallorcine.

' Map of Switzerland, medieval monasteries and the Trient and Eau Noire Valleys.
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In contemporary toponymy, which is sometimes unconcerned with the truth of the
terrain, this region of the Valais canton is known as the “Vallée du Trient”. In reality,
most of the upper part of the valley is located in the Eau Noire valley. In fact, a large
mass of land of the community of Salvan, most of the territory of the community of
Finhaut and its hamlets, Chatelard and Giétroz, overhangs and borders the left bank
of this river. The same applies to an area of the community of Trient, with the hamlet

LUGANO
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of Les Jeurs located entirely on the right bank of the Eau Noire. As for Vallorcine, its
entire territory flows into this river, already named aqua nigra in 1264,

' The Trient and Eau Noire Valleys, from Vernayaz until Vallorcine (Swiss map).
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During medieval times, to link the Rhéne and Arve valleys, the Trient and Eau
Noire valleys offer an alternative to the Col de la Forclaz. However, it appears
uninviting to first-time travellers: the view of the river Trient gorges from Ottanel
(Vernayaz in the Rhéne plain) is disquieting. Further up, the Triege is cut off
abruptly, requiring a considerable detour.

At that time, the most obvious and shortest way is the Col de la Forclaz, which
leads to the still inhabited zone of Trient. Then, up the classic Tseppes trail that
runs alongside the iron mines already in use at the end of the Roman era, to reach
the Col de Balme before descending towards Le Tour at the source of the Arve.
Later, a difficult and dangerous path on a section called Maupas will connect
Trient to Vallorcine.

\ The Eau Noire Valley, from Finhaut to Vallorcine (L'erba).

»
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IV« OCCUPATION OF THE TRIENT
AND EAU NOIRE VALLEYS OVER THE AGES™

“Before the Archives, the Stones Remember.”

It is likely that the first permanent settlements occupied the Mont de Salvan
towards the end of the Neolithic period.
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Rocks with cupules, hundreds of rock engravings in Salvan and elsewhere in the
valley (largely destroyed today, but recorded graphically), such as the Middle Neolithic
Camunian dagger from Fénestral are still visible. Polished stone and bronze axes,
slab graves from Cloesé de la Vella de Salvan, de [a Combe, de a Vella des Marécottes,
Roman figurines, fragments of vases, ceramics, pottery, and Roman coins sometimes
found on the alpine pastures, bear witness to this ancient human presence.
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14.Raymond Lonfat : cf. vol I. L'erba, Histoire de la seigneurie abbatiale de la vallée du Trient, des origines jusqu'en
1349, Salvan, Finhaut, Vernayaz. 2010. Cf. chap. Les premiers visiteurs, p. 36 ss. provides a fairly comprehensive
inventory of archaeological discoveries identified in the region.
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Canthe bronze axe found in the Triege forest near les Peutex attest to permanent
occupation during this period? Analysis of pollen found in peat bogs at Le Tour
and Les Houches suggests the existence of cereal farming between 2,700 and
2,300 BCE. Remains from the Roman period - figurines, a well-worn dupondius
of Emperor Nero (54-68) and a magnificent iron key with bronze handle depicting
a leaping panther found at Miéville, fragments of vases, ceramics, pottery, Augus-
tan sigillated beakers found on the Perron des Marécottes around 1970, a Divus
Augustus coin found on the way to Van in 1991, a Roman bronze coin of Germa-
nicus, minted under Caligula (37-38 CE), found near the border at Le Chatelard,
and an Antoninian of Claudius I, known as Claudius the Gothic, emperor from 268
to 270 CE, found on this path not far from Tsanté di Dalys, under la Louye Dejo, are
they also evidence of the presence of well-established inhabitants in the valley?
Near the Col des Montets, Vallorcine, under a small rock shelter, a dozen pieces
of rock crystal and a deposit of Roman bronze coins were found. At Scex de [a Vella
in Les Marécottes, two burial tombs were observed, arranged almost side-by-side
in a West East orientation. These small necropolises may have contained both La
Tene and Gallo-Roman graves. They provide evidence of the presence of a

long-lasting population in the region.
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Carpene & Selléro, le tout sinscrivant dans un cadve chronologique data-
ble de la période du Néolithique final (2800-2600 av. |.-C.).

Une roche & cupules: la prospection de la roche dite Dos de [dléphant lais-
serait penser que cette zone a été fréquentée durant le Neolithique ancien.
Disposé sur le sommet, sur une longueur proche de 2 m pour une largeur
de 0,30 m, un semis de dix-neuf cupules, d'un diametre variant entre
3,8et8.2 cm, et dune profondeur oscillant entre 0,8 om et 2,4 om. Deux:
gravures sont simplement ébauchées, Pour les di-sept autres, il ne fuit pas
de doute quielles résultent d'une conception unique. Pour obtenir une telle
identité, lexécutant a pratiqué une seule technique en se servant d'un
percuteur lourd, afin de marteler la roche et d'en polir le creuser.

Clest, selon Lavis de certains spécialistes, Lensemble le plus homogéne et le
mieux conservé de Lare alpin (4200-3800 av. J.-C) (...). »

André Blain signale également des gobelets sigillés augustéens 2 trou-
vés au Perron des Marécottes vers 1970. Sagit-il des mémes objets:
M. Coquoz, ancien voyer de IEtat valaisan, possédait deus vases

augustéens provenant de la place centrale des Marécottes.
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V' LORDS OF THE TRIENT
AND EAU NOIRE VALLEYS"

“History repeats itself; historians repeat themselves.”
(P. Guedalla, 1889-1944)

Lost valleys? Isolated? Not welcoming to classic breeders and farmers? Away
from migratory flows, military and political movements? They certainly are.
However, they are the guardians of a very precise boundary, upstream of the
Trient, located near the intersection of the Barberine and Eau Noire rivers, which
both divides and unites three lords!

1 « THE ABBOTS OF THE AGAUNE MONASTERY'®

The foundation of the monastery of Agaune in 515, close to the valley's land and
above all its alpine pastures, did not leave its lord abbots to contemplate a land
without men, as the income from the alpine pastures was of great importance to
the abbey.

- 515
Les abbés du monastere d’Agaune,
seigneurs de la communauté de Salvan

L'HISTOIRE DE L’ABBAYE
DURANT LE PREMIER MILLENAIRE

From 856 onwards, the abbey fell under the control of secular princes. In 888,
Rodolphe | founded the second kingdom of Burgundy at Saint-Maurice, where he
was “abbé laic”. On February 15, 1018, King Rudolf lll of Burgundy gave or restored
various domains in the county of Valais, including all the pastures in the Chablais
region. This certainly included the left bank of the Trient Valley, including Salvan
and Ottanel. Between 1025 and 1031, Archbishop Bourcard I, abbot of Saint-
Maurice, and Bishop Bourcard of Aosta, provost of Saint-Maurice, granted Tipoldus,

15. Raymond Lonfat : cf. vol |. L'erba, Histoire de la seigneurie abbatiale de la vallée du Trient, des origines jusqu'en
1349, Salvan, Finhaut, Vernayaz. 2010. Raymond Lonfat : cf. vol lll. L'erba, Histoire de la seigneurie abbatiale de
la vallée du Trient, un monde vide en crise et sa lente reconstruction, de 1350 jusque vers 1475, Salvan, Finhaut,
Vernayaz (Unpublished).

16. Saint-Maurice abbey, Valais (Wallis), Switzerland.
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deacon and canon of Saint-Maurice, and his three sons Durando, Harmann and
Stevilio, with the approval of Old King Rudolph and his wife Ermangarde, six tene-
ments in various locations'” "and all that we have seen him hold” between the two
rivers called Trioncia and Salontia, and on Monte Salvano, with all its uses. This
donation strengthened this hold and made it clear that an estate comprising seve-
ral mountain pastures was always inhabited. Although probably sparsely populated
given its geomorphology, the valley was nevertheless of economic interest. It was
temporarily “stolen” from the abbey around 1070 by the noble Allinges family, only
to be returned in 1138. Further confirmation if any was needed: the Mont parishio-
ners were there, and a chapel existed at Ottanel (Vernayaz) in 1147.

The monastery’s territory, comprising the alpine pastures of Emaney, Fenestral,
Emosson and Barberine, came up against the limit of the Pont de l'lle du Chate-
lard and the shifting border of the Col de Balme. His men would farm the Tenne-
verge alp, vertiginously suspended over the Fer a Cheval of Sixt, and report to this
abbot, whose men would never have access to this inaccessible alp on their side
for large livestock.

\ Part of the monastery’s territory, a map from 1692-1709 (L'erba).
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Hugo, prior in 1137, future abbot, Rodolphe, an efficient manager and reformer,
abbot before 1153, Bourcard, abbotin 1174, an excellent defender of the monas-
tery's rights, Guillaume, abbot in 1179, followed by another Guillaume, again a
very good manager, Gontier, abbot in 1198... Aimon, abbot in 1203... these figures
undoubtedly played an active role in the settlement of the Mont de Salvan.

17. Fixed property and land held under feudal law.

18 « Afirstin the Alps. A study combining genetic genealogy with medieval history and genealogy



Documents from the 13" century provide a clear picture of the land cleared and,
consequently, of the evolution of the population, the gradual occupation of the
new settlements and the construction of their hamlets.In 1313, around 580 people
lived on the left bank of the Trient Valley, but perhaps fewer than 200 lived in
Salvan, Le Bioley, Les Granges, Les Marécottes and Le Trétien a century earlier,
while Finhaut, Giétroz and Le Chatelard were not yet inhabited.

V In 1324, un Placitum generale, a proof of a well-established community, a
“record of customs,” is concluded in Salvan during a ceremony in which the men
pay homage and pledge allegiance to their lord (AASM CHL 0/0/2/120).

This valley, rarely used for transit of any kind due to its rugged configuration,
notably the difficult crossing of the Triege, could have been forgotten by history.
However, the valley's development has always involved a key player. The monas-
tery, as temporal owner, regularly attempted to populate this particularly ungrate-
ful land, which nonetheless boasted numerous pastures, essential sources of
food for the monks through its own herds but above all, in a gradual but certain
way, through the royalties received in cheese, serac, butter and meat.

Probably with the help of intermediaries, through contact with other monasteries
in German-speaking Switzerland, the abbots received migrants sent to the Mont
de Salvan in the Trient and Eau Noire Valleys.

13

Les anciennes histoires sont des fables
sur lesquelles nous sommes tombés d'accord. , ’
Voltaire (1694-1778)

» Entre 1025 et 1031

Monte Salvano

cane par fa Famille d Allings, qui aurit pu e siuer vers 10707 Plus
i N

pectant pas forcément la rélité, Paltérant parfois ou la falsifiant. ‘MonTe Sawvano
Le 15 fisrcr 1018, I roi de Bourgogne Rodolphe 11 donne — au
DES FAUSSAIRES SINCERES A

rappelonse, sans doure un faue’, Dans une version antéricure &
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Only two serfs, Christin and Martin, are mentioned in 1180 as men given to the
abbot of Saint-Maurice’. These men were the object of a certain trade, as they
were the property of a master. However, they are never equated with merchan-
dise, as they are protected by local custom. Their status is nonetheless humilia-
ting: the possibility of being disposed of as chattel marks a real, or at least
psychological, inferiority.

Still towards the end of the 13" century, documentation shows that the abbey had
one of the valley's lands, the “vertiginous meadow” of Gueuroz, cleared by Teuto-
nic settlers. Were they the ancestors of some of the community’s families?

2 « THE PRIORS OF CHAMONIX

The deed of gift from Count of Geneva Aymon | to the Benedictines of the abbey
of Saint-Michel de la Cluse, the founding abbey of the priory, governed Chamonix
both temporally and spiritually until 1520. It bears no date, but is dated between
1088 and 1099, under the pontificate of Urban Il.

\ Charter establishing the priory of Chamonix, late 11" century (Haute-Savoie
Departmental Archives).

18. Serfdom was a condition of debt bondage and indentured servitude with similarities to and differences
from slavery.
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The donation briefly indicates the boundaries of the territory. The Val de Diosa,
Vallorcine and the Col de Voza are not indicated. As both the writer of the deed
and the donor were probably unfamiliar with the area, the formula cum appendi-
ciis suis, meaning “with its dependencies”, was used to cover everything that
could not be specified, lands and rights. At both ends of the valley, particularly in
the Vallorcine area, frequent disputes arose between the inhabitants of neighbou-
ring communes. Some of these often led to armed struggles and depredations
authorised or even encouraged by the priors and abbots.

-

La donation de Chamonix

peu avant 1099

Grazed by herds since Neolithic times, the Chamonix Valley underwent profound
changes between the 111" and 13" centuries.

The first prior of Chamonix seems to have had to deal with a community of free
peasants. Analysis of later documents suggests a small population. The deed of
gift from the priory suggests that land and mountain pastures were farmed.
However, the absence of any hamlets does not rule out the presence of scattered
fires'. This situation can be compared with that of the Trient valley, where the
first fires in certain hamlets such as Finhaut, did not appear until the end of the
13" century.

The Benedictine monks brought in settlers to clear the land, at the origin of the
villages and mountain pastures of today.

The priors emerged around 1224, following disputes with certain men in the
community. On January 12, 1236, Aymon, lord of Faucigny, took the Chamonix
community under his protection. It wasn't until 1292 that an arbitration ruling was
issued between the prior and the local inhabitants, setting out new franchises
and operating procedures and further establishing the prior’'s authority.

The abbot of Saint-Maurice probably did not know the exact content of the deed.
However, he cannot have been unaware of the existence of the new priory. The
name Balmes marks a boundary, probably at the Col de Balme, at the end of the

19. Household.
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upper Arve valley, adjoining the possessions of the bishop of Sion. The territory of
Vallorcine is unclear. Unusually, this upstream part of the Eau Noire valley is located
outside the Arve valley, and is not mentioned in the description of the boundaries.
Was the abbot aware of the existence of this land on the borders of the Mont de
Salvan territory, which logically should have belonged to him? He did not react to
the implementation of a new community in the upper Eau Noire Valley.

' A new community in Vale Ursina, Vallorcine. (The hamlet of Barberine)

Dieu ne peut modifier le passé:
Cest pourquoi il est obligé d'accepter
la présence dhistoriens. @ @

Samuel Butler (1835-1902)

- 1264

Theutonici

i chef de famille doigine germaniq s
Vallorcine. Quel 1d
I 4

] llc Onine igpone des docendns dos Cntrons conguis par b

& prence it b b de sx
orens .| Copendas enans owionrs & Alloagne, o e hs o ecore .

s, une i bgonde ...
M a

ot g contnne s s i 8 g e gl i e e

e Col de Babme, L dicvuaran vl de Chamonihabisie s Tor,

ENTRE LEGENDE ET REALITE

Toutes sortes de légendes e sont greffes sur ccte dure réalié d
I Thae

il moins doves gue s autes vallés parorc, mais o i

propes il s e e s desenns ]

\ Ratification of the Act of May 14, 1264, giving the right to the Theutonici to occupy
Vale Ursina (ASTO, mazzo da inv.)
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A difference in the way the community of Salvan functioned became apparent,
with one community defending itself against the authority of the prior, while the
other seemed to “accept” the power of the abbots more readily.

The prior’s territory was set against that of his confrere, the abbot of Saint-Maurice,
the famous limit of the Pont de l'lle du Chatelard, and that of the Col de Balme for
the bishop of Sion.

3 « THE BISHOPS OF SION AND THE PROVOSTS
OF THE GRAND-SAINT-BERNARD

In 1359, the bishop of Sion granted Catogne half of the Meyselliere mountain pasture
in exchange for the regular payment of a fee to the episcopal mense?® by the cattle
breeders of the Combe de Martigny, and especially those of the Jeurs de Trient. As
landowners of land almost systematically cleared by migrants from Vallorcine and
the upper Arve valley, these lords were pleased to see the arrival of these new tax-
payers, who gradually occupied most of the Combe de Martigny and its hamlets. One
or other of the two covidomnes of Martigny, frequently at this time the squire (young
lord) Aymon de Martigny, collected royalties on behalf of the bishop of Sion.

W Alps of les Jeurs of Trient. On the left, an area near an old iron mine, already in
operation during Roman times (Flight over Trient - Mont-Blanc).

Other lords also held estates in this region, such as the provost of Grand-Saint-
Bernard, represented by his prior in Martigny.

The territory of the Bishop of Sion joined that of his two confreres of Chamonix
and Saint-Maurice at the Pont de l'lle de Chatelard.

20. A form of ecclesiastical income in the Catholic Church, a land tax.
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N 0On June 15, 1359, a consortage receives from the bishop of Sion, half of an
alpine pasture in the Jeurs de Trient mountains (JRS 1/2).

Around 1300, the mosaic of lords with which the breeders of the Trient and Eau
Noire valleys had to contend was complex. In addition to their links with the
abbot of Saint-Maurice or the prior of Chamonix, when they emigrated to the
right bank of the lower Eau Noire, still men-at-law of their previous lords, they
had to acknowledge that they held these new lands from the Count of Savoy.

N
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PEASANT COMMUNITIES WITHIN
THE LORDSHIPS OF SAINT-MAURICE
AND CHAMONIX

“Serfs in Law, Free in Spirit: The Paradox of the Alpine Peasant.”

To situate these genetic lineages within the lived reality of the communities that
carried them, | asked Nicolas Carrier, Professor of Medieval History at Université
Jean Moulin Lyon 3 and a foremost specialist of Alpine peasant communities, to
describe the social and legal world in which the families of the Trient and Eau Noire
Valleys built their lives.

The human groups that formed with the settlement of Salvan, Finhaut, Trient,
Vallorcine, and the Chamonix valley were given, in medieval sources, designations
that increasingly clearly suggest they had constituted structured political com-
munities. These communities first developed within the framework of parishes,
since building and maintaining the church and cemetery were doubtless among
the first tasks requiring collective decision-making. Villages subsequently banded
together to defend their common interests against the lords, thereby expanding
the scope of these communities. This evolution can be observed on both sides of
the present-day Franco-Swiss border, which at the time marked the boundary
between the possessions of the Abbey of Saint-Maurice d'’Agaune and those of
the Benedictine priory of Chamonix.

In 1250, the "men of Salvan” (homines de Salvan) are mentioned, described as
forming a "community” (communitas). Finhaut was then gradually settled, and from
1299 onward, the men of Salvan and Finhaut are consistently referred to together.
In 1264, we find the first mention of the communitas et universitas of Chamonix,
a designation referring solely to the inhabitants of the parish of the same name.
This remained the case at the time of the granting of the first charter of liberties
of Chamonix in 1292. However, in a document dated 1320, the universitas
encompasses the inhabitants of both the parishes of Chamonix and Vallorcine, and
upon the renewal of the charter in 1330, it extends further to include those of the
parish of Notre-Dame du Lac. By the fourteenth century, the abbots of Agaune and
the priors of Chamonix were thus confronted with unified peasant communities.

The peasants of Salvan and Finhaut, as well as those of the Chamonix valley, lived
under a paradoxical legal status that rendered them simultaneously serfs and
privileged subjects. Indeed, the abbot of Saint-Maurice and the prior of Chamonix,
like all Alpine lords of that era, would only agree to grant land to men who
acknowledged themselves as their serfs or, as the expression ran at the time,
their “liege men” (homines ligii). In law, these men became virtual human

21. Nicolas Carrier, Professeur d'histoire du Moyen Age. Université Lyon 3.
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property: they could be bought, sold, or exchanged. This was a means of
acknowledging that they depended exclusively upon their new lord and had seve-
red all ties with whomever they had left behind when settling in the mountains.
They were, moreover, required to produce a deed of manumission as proof that
they were no longer bound to any prior lord. Should they subsequently wish to
leave the valley, they were free to do so, but only upon selling their property to
other serfs. What the abbot and the prior ultimately sought was to ensure that
the men who cultivated their lands were answerable to them alone and could
have recourse to no other lord. They were indeed surrounded by powerful and
threatening neighbours, such as the Count of Savoy, the Count of Geneva, and the
Dauphin of Viennois. They ultimately succeeded in obtaining from the latter the
recognition of exclusive jurisdiction over their peasants, including the power of
life and death.

And yet, the sources demonstrate that the peasants of Chamonix, Vallorcine,
Finhaut, and Salvan enjoyed a privileged condition relative to those of the
surrounding valleys. In particular, they were exempted from two especially
burdensome obligations. The first was the tallage (tallia ad misericordiam), a levy
that other lords imposed at will, without any customary or contractual limitation.
The men of Salvan and Finhaut secured its restriction as early as 1250, while
those of Chamonix and Vallorcine never paid it at all. The second obligation was
mortmain (manusmortua), which consisted in an incapacity to transmit one’s
property to anyone other than one’'s male children. If a subject under mortmain
died without leaving a son, the lord confiscated his goods, with no right of inheri-
tance passing to collateral relatives. The men of Saint-Maurice, and above all
those of Chamonix, obtained so many exemptions that mortmain was rendered
virtually inapplicable: for instance, it did not apply to those who died from a fall
in the mountains.

Negotiations between the peasants and their lords most commonly took place
within the framework of the “general pleas” (placitum generale), that is, the
assembly of all members of the peasant community gathered around their lord.
It served a threefold purpose: the lord or his judge administered justice therein,
assisted by peasant assessors; a “record of custom” was established, whereby
“jurors” chosen from among the elders and notables of the village were called
upon to recall local custom; and finally, common affairs were addressed: seigneu-
rial dues, management of alpine pastures and forests, communal works, and so
forth. The assembly thus had the capacity to evolve customary law, exercising
genuine legislative power. Following discussions that could be protracted, and
negotiations that were often arduous—not only between the peasant community
and the lord, but also among the various factions within the community—consen-
sus was sought. This was a necessity, since voting did not take place. Indeed, as
the Latin term universitas indicates (meaning “the whole”, “the totality”), the rural
community had no legal personality independent of the totality of its members.
Decisions could therefore only be reached unanimously: it sufficed for a single
individual to oppose a resolution for it to be invalidated. Once consensus had been
achieved, the agreement of all was expressed through a ritual in which the jurors
articulated the decision aloud, amid a reverential silence that manifested univer-
sal assent. All the peasants were thereafter bound by the decision, and the lord
was charged with its enforcement.
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This entire procedure was oral in nature, and we know of it only because, from
the fourteenth century onward, written records of these assemblies were occa-
sionally produced, as at Salvan in 1324. This practice arose most often when
particularly contentious matters had been discussed, and a written record was
preferred to ensure that the decisions reached would be carried out. A substantial
series of written transactions has thus been preserved at Chamonix, illustrating
the conflicts between the inhabitants and their prior during the fourteenth and
fifteenth centuries.

Deeply attached to the custom of unanimous decision-making, rural communities
were very slow to designate permanent representatives. In 1264, in a dispute with
its neighbours, the community of Chamonix was still represented by the prior
himself. Later, procurators appointed to address specific matters made their
appearance. Then, in the course of the fourteenth century, permanent syndics
were instituted, elected by the rural communities yet under seigneurial oversight.
These syndics were able to secure significant privileges. At Chamonix, in consi-
deration of the fact that the prior held the power of life and death over his pea-
sants with no right of appeal to another judge, the syndics, acting in the name of
the community, obtained the right to try the inhabitants of Chamonix themselves
in cases entailing capital punishment.

It was in this manner that local political life perpetually sought an unstable equi-
librium between submission to the lord and the liberties of the peasant commu-
nity. There was one point on which all parties were in agreement: the necessity
of resolving disputes among themselves, so as to preserve local autonomy.

N
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CREATION OF MEDIEVAL
HEREDITARY SURNAMES, MULTIPLE
TRANSFORMATION PROCESS*

“Tracing Surnames Through Time: A Pioneering Y-DNA Study of Two Alpine Valleys.’

A lot has been written about surname construction, but very little about the mul-
tiple SDEs and their reasons?®. This is, however, an essential topic for researchers
interested in Y-DNA.

On the Mont de Salvan, the earliest records of individuals mention only a first
name accompanied by the phrases “inhabitant of..." and, more occasionally, “son
of...". Given at baptism, often inspired by the Bible or of Germanic origin, these
relatively uniform first names underwent changes through the addition of dimi-
nutives. The firstborn son was named after his father, while younger sons were
named after their godfather or godmother (almost always an uncle or aunt) or
their paternal grandfather. From the second half of the 13" century onwards, a
new way of specifying identity appeared, based on the Roman model: the addition
of a name that could be passed on to heirs.

Nearly a third of surnames are derived from a place name. The place name is
used to identify a person, and when their descendants keep the name, it becomes
a surname. The frequent use of the same first name in the same place will neces-
sitate the creation of new surnames that are different from the place name.
A place of origin outside the valley will also be a source of surnames.

In one-fifth of cases, they are derived from the first name of an ancestor.

Geographical features, such as the presence of a stream, a spring, a valley, a cliff,
or a marsh, can also inspire the creation of a name. The ground cover, the striking
presence of a particular tree species, or the predominance of a plant species
provide excellent qualifiers. A person’s character, physical or moral traits, flaws,
defects, or marital status become ironic or affectionate nicknames, powerful
enough to define a family. The father’s profession or position marks the entire
family. The names of wild or domestic animals, objects, tools, utensils, clothing,
and, more rarely, religious holidays become surnames. Successive moves bring
about changes. Settling in a new place often means being given the place name
as a surname. If that name is already taken, the person who moves keeps the
name of their former home. Changing one’s profession or social responsibility, or
living with one’s maternal grandfather, could lead to the creation of a new name.
Living with one’s father-in-law, especially in the absence of a male heir, and wor-
king with him on his land would be enough to be assimilated.

The different surnames used by a person may appear in succession, sometimes
preceded by a dictus or alias. Gradually, one of them will become the dominant
name. The difficulty of choosing between the father’'s or mother’'s name will often
be passed on to the heirs.

22. Raymond Lonfat: cf. vol. Il, L'erba, Familles de la seigneurie abbatiale de la vallée du Trient, des origines
jusqu'en 1349, Salvan, Finhaut, Vernayaz. 2010. Cf. chap. Histoire et généalogie.

23. Surname discontinuity events.
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The origin of certain names remains a mystery. This is the case for the Unzat
family (later on transformed into Lonfat).

Changing names four times!

Jean Juglar, named after his father’'s surname, sometimes becomes Jean Willielmi,
after his father’s first name. Then, Jean d'Espinasse, after his place of origin. He is
finally known as Jean Claivoz, after his grandfather’s surname from Le Trétien living
in Finhaut, Perrier Claivaz! The two villages are very close, but the pronunciation is
heard azin Trétien, and oz in Finhaut, the z not being pronounced in both cases.

In 1321, Martin Magnoz du Trétien, hamlet of the Salvan’'s community is no longer
called Magnoz, but Niezat. After moving to the Rosel, he appears as Martin de Salvan.
Subsequently, he is recorded in documents under the name Martin du Rosel...

Keeping the same surname... changing haplogroup three times!

The Gross “anciens 1” family, which is dying out at the beginning of the 15™ cen-
tury, has its name taken up by a Pierre Valet, who becomes Pierre Gross “anciens
2” when he marries one of the last descendants of the family. Ironically, Pierre
Gross has only daughters! One of his sons-in-law, a stranger to the Trient Valley,
originally bearing the surname Bex, takes on the already usurped surname Gross
and becomes the ancestor of the “new” Gross family of Finhaut.

' On June 24,1329, in Salvan, a deed relating to his sister Raymonde is signed
at the home of Jean Unzat (the author’s ancestor). (AASM CHL 0/0/2/166).

Others remain almost unchanged: the Bochatey — Bochatay, Derivaz, Borgeat...

' On October 20, 1278, Pierre Bochatres (Bochatey — Bochatay) is witness during
the sale of a piece of land in Le Trétien. (AASM CHL 0/0/1/436).

Tracking the evolution of a family at the end of the 14" century and throughout
the 15" century is often complex because some of their lineages may change
names several times before specific branches are identified and then given a
definitive surname. Sometimes, the mysteries continue to intrigue and offer
pleasant surprises. The same day, Etienne des Granges is referred to as Etienne
du Crestel or Etienne Reymondet. Michaud Derivaz: Michaud Coquoz. Francois
Morand: Frangois Fournier. Jean Bochatey: Jean Cergneux. Johannod Derivaz:
Johannod Duchoud... So much so that a notary, exhausted by so many complica-
tions, in the presence of Jean Morand alias Mermet, Jean Morand alias Aymon,
Jean Morand alias Murisier, and Jean Morand alias Reymond, in desperation,
names a character Jean Morand alias Morand!
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The fact that Vallorcine's records for a period starting around 1260, ending around
1450 are very scarce compared to the Salvan’s archives, makes all the difference
for the researcher. Understanding the development of surnames in Vallorcine is
therefore compromised. While in Salvan only five out of 35 surnames have
remained stable over the centuries since their first appearance during the 13
century, in Vallorcine it seems that 13 out of 16 surnames have not changed. With
one crucial distinction: most of these surnames only appear in the second half of
the 14™ century. It is certain that many of those names have changed at least once
since the arrival of the migrants at Vallorcine around 1260.

As this comprehension is out of reach, it is therefore possible that one or more of
the families tested may have moved to Vallorcine after the migrants’ arrival,
coming from the Haute Vallée de 'Arve or elsewhere. However, such a possibility
remains highly unlikely. Over the centuries, people constantly left Vallorcine in
search of better opportunities; they only came there from neighbouring villages
when invited to get married under attractive conditions, a scenario that happened
seldom in view of the overall very poor economic situation of this wild place.

In the isolated atoll that is the community of Salvan in medieval times, many
alpine farmers and breeders changed their names more than once in their life-
time and are often named with several patronyms or nicknames at the same
time. In our work, no need to work on a “surname match frequency analysis” as
we have seen in some reports. Over the centuries: none of the persons appear-
ing in the documentation pertaining to the two valleys is unknown!

Each family from the Trient and Eau Noire Valleys described in this analysis
will find a detailed description of its surname evolution when published as a
sub-clade in subsequent Parts.

N
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FAMILIES BEFORE
AND AFTER THE BLACK DEATH
IN THE TRIENT AND EAU NOIRE VALLEYS*

“A First in the Alps: When Y-DNA Meets 800 Years of Written History.”

This description is only precise for the community of Salvan of the Trient and Eau
Noire Valleys as, due to the lack of archival documents, only very limited informa-
tion is available on the evolution of families who arrived shortly before 1264 in
Vallorcine, part of the Eau Noire Valley.

It should be noted that this very precise knowledge of the attribution of surnames
has been made possible for Salvan thanks to the minutarium breviarum?®, a rather
exceptional situation in the European Alps?.

In Salvan, only one surname appears in the documentation before 1250, a little less
than an additional 40 before 1300, a little more than an additional forty before 1350.

In 1313, the figure of 85 households is given by a seigneurial census. According to a
precise count established by the author, based on the history of all the families living
in the valleys at that time, it seems to be rather 99, representing a population of 580,
including the poor. This gives a ratio of approximately 5.9 people per household.

At that time, there are still a number of uninhabited hamlets. Vernayaz for
example, located in the Plain of the Rhone, at the exit of the Trient Valley, today
the largest village, will record its first inhabitants only during the 16™ century.

.o

‘./.

- 1349
La mort noire

24, Cf. Bibliographie, Raymond Lonfat, vol. |, L'erba, Histoire de la seigneurie abbatiale de la vallée du Trient,
des origines jusqu'en 1349, Salvan, Finhaut, Vernayaz. 2010. Raymond Lonfat, vol. Il, L'erba, Familles de
la seigneurie abbatiale de la vallée du Trient, des origines jusqu'en 1349, Salvan, Finhaut, Vernayaz. 2010.
Raymond Lonfat, vol. lll, L'erba, Histoire de la seigneurie abbatiale de la vallée du Trient, un monde vide en crise
et sa lente reconstruction, de 1350 jusque vers 1475, Salvan, Finhaut, Vernayaz. 2021 (Unpublished).
Raymond Lonfat, vol. IV, L'erba, Familles de la seigneurie abbatiale de la vallée du Trient, un monde vide
en crise et sa lente reconstruction, de 1350 jusque vers 1475, Salvan, Finhaut, Vernayaz. 2021 (Unpublished).

25. See "digi-archives.org”, under CHL. Fondation des archives historiques de Abbaye de Saint-Maurice
(Switzerland), an Institution initiated by the author.

26.This is an exceptional chancery register divided into two parts called majus and minus, but which, in reality,
form a single whole, containing around 1,600 parchments covering the second half of the 13" century up to
1345. A significant portion of these documents concern the Trient and Eau Noire Valleys.
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What are we to make of the 32 households recorded in the subsidy accounts in
1359 for the entire parish, shortly before a new epidemic, the second in terms of
scale, struck the upper Faucigny, the canton of Vaud, and certainly the Trient and
Eau Noire Valleys around 13617 Using the same ratio, the population would be
estimated at less than 200 people, meaning that it would have decreased by
65 percentin less than b0 years. A disastrous situation.

For a period ending in 1350, we studied 48 families bearing at least 66 surnames,
plus around 20 other surnames attributed to families appearing only for a brief
period?.

How did the 48 families fare after the Black Death? A complicated task to find out.

Many of the families recorded from 1209 onwards are no longer present after
1350, not surviving the ravages of the Great Plague, or dying out naturally, lacking
male descendants. A few, too weakened by the recurring epidemics of the Black
Death, unable to effectively manage their family farms and survive, are assimi-
lated into stronger families and change their names?®. Some families do not
reappear under their names but give rise to some lineages bearing new sur-
names. Some reappear, disappear before 1475%°, without giving rise to new
lineages. Some reappear, disappear before 1475, giving rise to lineages bearing
new surnames. Some reappear, still present after 1475, without giving rise to new
lineages. Some reappear, still present after 1475, giving rise to lineages bearing
new surnames. Seven new migrant families from outside the community appear
between 1350 and 1475, some giving rise to lineages bearing surnames already
in use, still present after 1475, except one disappearing before.

In total, 72 families, including the extinct one will be recorded between 1350 and
1475. The 13 families already present before 1350, joined after 1350 by 24 new
families issued from ancient ones, joined by six migrant families, are amounting
in 1475 to 43 families with distinct surnames. Over the next centuries a number
of them will disappear, partially compensated by some new branches of existing
families receiving new surnames.

As a result, 35 families from medieval times, three of them arriving in the Trient
Valley between 1400 and 1500 will be part of the analysis®.

27.0nly two migrants are recorded between 1200 and 1350, one from Chamonix, Haute-Savoie, who through
an attractive marriage brings to Salvan his expertise as a cobbler or shoemaker, and another one from
Liddes, Valais (Wallis), who through another attractive marriage brings to Salvan and Finhaut his expertise
as a blacksmith. The first family is extinct before 1325, the second one has only one descendant left after
the Great Plague, who migrates to Evionnaz, Valais (Wallis), and does not seem to have any descendants.

2

@

A list and detailed description of these indications can be found in: Raymond Lonfat, vol. Il, L'erba, Familles
de la seigneurie abbatiale de la vallée du Trient, des origines jusqu'en 1349, Salvan, Finhaut, Vernayaz. 2010.
Raymond Lonfat, vol. IV, L'erba, Familles de la seigneurie abbatiale de la vallée du Trient, un monde vide en crise
et sa lente reconstruction, de 1350 jusque vers 1475, Salvan, Finhaut, Vernayaz. 2021. "Familles de Vallorcine”
(Unpublished).

29.The year 1475 is a turning point, leading to the conclusion of Volume Ill mentioned above. At that time,
the Savoy family, rulers of this area, were driven out of the canton of Valais and replaced by new rulers,
the dizains of Valais (Wallis) allied with the Bishop of Sion.

. Unfortunately, at this point of time, a number of important ancient families who left Salvan over the last few
centuries could not be found so far, the Constantin - Cottentin, the Mermet, the Murisier...

3

o
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35 TESTED FAMILIES, EXHAUSTIVE INVENTORY OF THE ANCIENT
MEDIEVAL FAMILIES FROM THE TRIENT VALLEY?'

Bochatey - Bochatay Duchoud Jacquier
Borgeat Fournier Lonfat
Cergneux Frasseren®? Lugon-Moulin
Chappot Gay - Guex Lugon
Cheseaux Gay-Balmaz Mathey
Claivaz Gay-Couttet Moret
Claivoz Gay-Crosier - Guex-Crosier Mottier
Coquoz Gay-des-Combes Raymond
Décaillet — Caillet Gay-Fraret Revaz
Délez Gross Veuthey
Délez-Guilloud Hugon Voeffray
Derivaz Jacquemoud

For Vallorcine, a territory located only in the Eau Noire Valley, the situation is quite
different than in Salvan. The area is a saltus, a rather wild riverbed subject to
winter avalanches. Migrants of Germanic origin arrive shortly before 1264. The
prior of Chamonix grants them the right to settle there that year.

It is likely that the migrants arrived via Balme, descended towards the areas of
the three future “dimes”, Le Tour, Argentiere, La Rosiéere, probably very sparsely
populated, where the prior settled some of them, before directing others towards
Vallorcine®,

Archives relating to this new community are very scarce for the end of the 13" cen-
tury, a pivotal moment for discovering the formation of family names, and relatively
limited for the 14" century.

In this community, the first family names can be traced back since 1307, all gone.
Some still in use today can only be traced back to 1320 for the first one, and a
little later for a number of them. It will be many years before a clearer picture
emerges of the patronymic names of this village and its many hamlets. Thanks
to the preservation of archives, some of them appear in Les Jeurs de Trient orin
the Martigny region, even before being mentioned in Vallorcine.

From that time on, surnames of many people, some of them having since disap-
peared will emerge from in the documentation: Abbet, Ancey — Ancay®*, Alub,
Amedei, Allamand, Barberin, Bergier, Marguerand — Berguerand, du Bettex, Bonniat,
Bosonier — Bozon, Breysat, Brunet — Burnet, Carrier, Cheneau, Claret, Coduri, Coindat,
Colard, Comitis, Corteys — Martin, de Cotaz Corbos — Corbet, Coquar, de Cresta — Nerio,
dou Crot, Devillaz, Duc, Dunand, de ['Envers, Fabri, de Fey, Francois, Girard, Grelant,
Johanni, Jugnier, Larsat, Lechyat, Lombard, de Lormey — Corbet, Magnin, Marin,
Mermoz — Mermoud, du Molard, Michala, de Monros, du Nant, Nicolet, des Ouches,
Pache - Pasche, Pecluz, du Perron, Petry, Pitoudi, de Ponte — Pont-Dupont, Praeys,

31.The Chappex family was tested with families from Vallorcine. The Moret family from Salvan has no
connection with the Moret families from Argentiére, Bourg-Saint-Pierre, or elsewhere. It has not been
possible so far to find a descendant of the Valet family (Giétroz -Finhaut), no longer present in Valais,
with a migration to Amiens, France.

32. Native from Argentiere.

33. A "tenth part”, primarily referring to a compulsory tax or tithe, typically 10% of produce, income, or labor
paid to the Church or a ruler.

34. A spelling mainly used in the Fully area of Valais, Switzerland.
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Rufin, Roux, Salamon, Semblanet, Sertoris, Tairraz, Tavelle, Thomas, Tyssot, Viri-
mangi, Viviandi, Vouilloz, Voutier, Wichar...

N A family name is revealed: on October 24, 1320, Vullus de la Barbarina (ances-
tor of the Vouilloz family) is sold by the prior of Chamonix to the abbot of
Saint-Maurice for the sum of 20 pounds. (AASM CHA 15/2/3).
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Many of the families observed around 1400 have died out, changed their names...
Atthe time of the salt taxin 1561 in Vallorcine, a few were still present under their
original name, some are new: Ancey — Ancay, Berguerand, Bozon, Brunet — Burnet,
Claret, Devillaz, Dunant — Dunand, Jugnier, Mermoz, Molard, Pache — Pasche,
Ros — Roux, Tournier, Vouilloz. They are joined by families with new surnames:
Blanc, Charlet, Folliguet, du Lay, Noble...

In 1398, each household has to pay the prior of Chamonix a quarte of rye®®, and
Guillaume Abbet delivers 48 quartes, meaning there are 48 households. On August
26,1411, 46 households are recorded during the bishop’s visit to Vallorcine. In the
following years, the population seems to have fallen sharply. Thirty-six households
in 1443, 24 households in 1471, 28 households in 1481...

Sixteen of these families were analysed: those who arrived in Argentiere around
1260 and immediately moved to Vallorcine; those very closely related to the ones
who immediately moved to Vallorcine, but who themselves moved to that village
more than a century later (Ancey — Ancay); those very closely related to the ones who
moved to Vallorcine but remained in Argentiére (Carrier, Girard); those who arrived
around 1260 in Argentiere or Vallorcine and migrated soon after to Valais (Abbet,
Chappex, Berguerand - Cretton, Moret). All these families have survived for so many
centuries, and have seen their descendants take part in the Y-DNA project.®

EXHAUSTIVE INVENTORY OF THE 16 FAMILIES
FROM THE EAU NOIRE VALLEY?

Abbet Burnet Cretton Mermoud
Ancey — Ancgay Carrier Devillaz Moret
Berguerand Chappex Dunand Pache
Bozon Claret Girard Vouilloz

N

35. Around 15 liters per quarte.

36. Such is the nature of evolving science! The Mugnier family of the Tour d’Argentiére, whose close kinship with
a family from Vallorcine has just been discovered, will be analysed in the relevant cluster publication. Some
families of the Argentiere area, eventually matching with the ancient Vallorcine migrant families, may not have
been detected at this stage or may not have been completely tested.

37. A few families from Vallorcine were only discovered after emigrating to the neighbouring hamlets
of Giétroz, Chatelard, Trient, les Jeurs de Trient. The Carrier, Girard, Moret families, part of a large Vallorcine
macro-family, are from the Haute Vallée de [Arve. The Chappot family from Les Jeurs de Trient and the
Frasseren family from Argentiere are tested alongside families from the Trient Valley. It has not been possible
so far to find a descendant of the Roux family from Vallorcine, still present in Chatelard one century ago.
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GENETIC SAMPLING METHOD

“Written in the Blood: Genetic Genealogy Meets Medieval History in the Alps.”

“Y-Chromosomal DNA (Y-DNA), the Patrilineal Record Keeper!”

“The Y-chromosome's unique inheritance pattern is central to its utility in deep
ancestral research. It is passed exclusively from father to son, making it an ideal
marker for tracing direct paternal ancestry. This transmission pathway frequently
aligns with the historical inheritance of surnames in many Western societies, includ-
ing Switzerland, where surnames have traditionally followed the male line. Over
generations, mutations accumulate on the Y-chromosome. These mutations, in the
form of Short Tandem Repeats (STRs) and Single Nucleotide Polymorphisms (SNPs),
create distinct Y-DNA profiles, known as haplotypes (defined by STRs) and hap-
logroups (defined by SNPs). These profiles allow researchers to differentiate paternal
lineages and estimate the time to their most recent common ancestor (TMRCA)."*®

The process for creating our Y-DNA database was the following.

« Define the territory analysed: the communities of Finhaut, Salvan, Trient, Vernayaz
in the Trient and Eau Noire Valleys, and Vallorcine in the Eau Noire Valley*’.

« Master the modern genealogy of the area under analysis, as well as that of
neighbouring communities, most of the time available from 1650 onwards.

» Master the medieval genealogy of communities in the area being analysed, spe-
cifically from the period when surnames first appeared during the 13" century.

» Master the SDEs, so numerous over the centuries.

« Extract from hundreds of surnames appearing and disappearing over the cen-
turies, the ones leading to surviving families.

« Compile the result: an inventory of 32 families already present in Salvan around
1200 and 16 families presentin Vallorcine before 1264, living today either under
their original name or after having undergone SDEs.

« Impose an exception: add three families who arrived in the Salvan and Finhaut
communities between 1400 and 15004,

 Exclude from the analysis all other families that arrived after 1500 in the above-
mentioned communities*'.

« |dentify several male descendants for each of the 51 families, either within
today's various communities or in other regions. A number of families, extinct
in the Trient and Eau Noire Valleys, are represented in some other places in
Valais (Wallis), Switzerland and abroad.

38. Dave Vance. Cf. Unveiling Medieval Patrilineal Landscapes: a Genetic Genealogy Study of Surnames in Isolated
Swiss Valleys.

39. Many families from Argentiere have been tested, a village very close to Vallorcine, given that they eventually
belong to the same cluster with some Vallorcine's families.

40. The three families, three different haplogroups with no connections with the other 32 families will be
analysed separately. They are included mainly due to the fact that their descendants really consider
belonging to the ancient families of the valley. They would be offended to be forgotten, feeling discriminated
against.

41. Few of them in any case, at least until 1900.
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- |dentify at least two descendants of each family from different lineages splitting
at least before 18004

 Contact these potential candidates, explain the project, convince them to under-
take the test on their own free will.

 Explain that only Y-DNA 700 will be accepted in order to participate to the pro-
ject.

« Get them to register on the ValaisADN-WallisDNA platform and thus receive
their consent to anonymously share their results with the specialists analysing
their data. Apart from a few voluntary exceptions, none of the testers’ identities
is known from the laboratory.

« Compare their results with others of the same surname variants.

« Exclude from the analysis any tests clearly contradicting their ancestral haplo-
group (NPE).

« Compare their results with the Y-DNA database from descendants of medieval
families of the ValaisADN-WallisDNA project and their respective thousands of
STR matches.

e Compare their results with the largest Y-DNA database in the world, Gene by
Gene, Houston, and its thousands of Y-STR 111-67-37-25-12 matches with other
families from Switzerland and around the world.

 Find "outsiders” on the international database: matching testers whose ancient
origin is outside the Trient and Eau Noire Valleys.

N

42. A very strict threshold in order to completely eliminate the risk that two namesakes, close cousins, might
be confronted with different results. In exceptional cases, a family has only been able to provide one tester,
as no other branches separated before 1800 were available.
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EXHAUSTIVE Y-DNA PANORAMA
OF THE ANCIENT FAMILIES OF THE TRIENT
AND EAU NOIRE VALLEYS - FINHAUT,
SALVAN, TRIENT, VERNAYAZ, VALAIS
(WALLIS), SWITZERLAND — VALLORCINE,
HAUTE-SAVOIE, FRANCE

“From Parchment to Chromosome: A First in Alpine Genetic Genealogy.”

What follows is a first, necessarily dense inventory of these lineages. Readers less
familiar with Y-DNA nomenclature may wish to focus on the family names and the
brief historical narrative accompanying each cluster, leaving the phylogenetic detail
for closer studly.

The inhabitants of the Trient and Eau Noire Valleys arrived at various times. They
are descendants of ancient peoples who, after leaving Africa tens of thousands
of years ago, followed various North African, European, or Indo-European routes
before reaching the Alps. No fewer than 21 distinct sub-clades—often providing
clues about migratory routes—are now identified among the 51 ancient families.
These groups of humans sometimes share the same ancient or medieval MRCA
in the patrilineal line.

The overview covers the three distinct categories that make up the 51 families
analysed.

1. Thirty-two families from the Trient Valley who arrived in this area, some not
long before 1150-1200 CE, some probably much before.

2. Three families from the Trient Valley who arrived in this area between 1400
and 1500.

3. Sixteen families from the Eau Noire Valley, from the village of Vallorcine (Argen-
tiere), of Germanic origin, who arrived some time before 1264.

In our description, we use the term “outsider” to refer to any tester's match
whose ancient origin is outside the Trient and Eau Noire Valleys. Some clusters
have one or more outsiders, helping to understand the last migration trek and its
timing, some others, unfortunately, offer no such clues.

Geneticists have agreed that genomics is the only way to determine when branches
split off from one another. Thanks to this new science, we are able to understand
when haplogroups have been splitting from each other over time. We can then
define the different genetic populations that have coexisted over time in our valleys.

To successfully carry out our project, we decided to work with FamilyTreeDNA, a
laboratory providing the most comprehensive tools for studying paternal
ancestry, built from high-resolution sequencing data contributed by tens of thou-
sands of testers worldwide. FamilyTreeDNA's Y-DNA haplotree has built up the
most detailed publicly accessible map of human paternal ancestry to date,
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including over 100,000 branches and 860,000 unique Y-SNPs“®. A phylogenetic
tree using Y-SNPs is offering an unparalleled resource for researchers. The Fami-
lyTreeDNA's Y-DNA haplotree represents living testers and includes over 7,300
ancient male Y-DNA samples placed from published archaeological studies.

The 51 families are classified into 21 clusters, 14 for the Trient Valley, and 7 for
the Eau Noire Valley:

E-M35 E-V12, E-M35 E-V13 (2 families) p.38
G-M201 G-Z39367; G-M201 G-CTS342; G-M201 G-26779 G-L1354;

G-M201 G-Z6779 G-22022 (8 families) p.39
I-M253 (11) 1-Y23356 (1 family) p. 40
I-M223 (12) I-FGC15071; 1-M223 (12) I-CTS10057 (3 families) p. 40
J-M172 (J2) J-M410 (J2a) J-PF4888; J-M172 (J2) J-M410 (J2a) J-Z438;
J-M172 (J2) J-M102 (J2b) (5 families) p. 41
Q-M242 Q-L245 (1 family) p. 42
R1a R-M198 R-BY40276 (4 families) p. 42

R1b R-L151 R-U106; R1b R-L151 R-L21; RTb R-L151 R-DF99 FGC16979;
R1b R-L151 R-DF99 R-S21914; R1b R-L151 R-U152; R1b R-L151 R-DF27
R-Z198; R1b R-L151 R-DF27 R-Z274 (27 families) p. 43

Here is a brief narrative of the haplogroups and sub-clades family lines. In Parts
Il and following, such description will be made with more details and greater
precision, especially for the families where the last “trek” before the arrivalin the
Trient and Eau Noire Valleys and its timing has been discovered.

E-M35 : Bozon, Devillaz (Eau Noire Valley)

E-M35 is a major Y-DNA haplogroup within E1b1b, originating roughly 20,000-
30,000 years ago, likely in East or North East Africa. It spread widely across North
Africa, the Horn of Africa, the Middle East, and parts of Europe through ancient
migrations. Overall, this Y-DNA lineage reflects a long journey: from deep African
origins, through Neolithic expansion into Southeastern Europe, and into later
regional settlement where a distinct family line took shape and endured through
recorded history.

E-M35 >E-V68>E-M78>E-PF2179>E-Z1902>E-V12..>E-CTS3346>E-75007...
>E-BY8506>E-BY8513>E-A32670>E-YP4988 >E-FTE86872. This group consists of
one family, Bozon. They have undertaken two Big Y-700, with no outsider, one
mtDNA. Phylogeographic data and ancient DNA records demonstrate that E-Z21902
and E-V12 remained strictly localised to North East African and Levantine popula-
tions during the Stone and Bronze Ages. E-V12 followed a trans-Mediterranean
trajectory to Europe. Its presence is linked to more recent, high-mobility maritime
trade networks—such as the Phoenician and Carthaginian routes (3,000-2,150 YBP /
c. 1000-146 BCE)—and subsequent Imperial Roman military and frontier deploy-
ments across the Alps (2,050-1,600 YBP / c. 25 BCE - 425 CE).

43, Spring 2026. The FTDNA's platform features over 12,960 Y-DNA and 25,310 + mitochondrial (mtDNA)
ancient connections (7300 are high coverage Y-DNA samples).
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E-M35 >E-V68>E-M78>E-PF2179>E-21919...>E-V13.. >E-BY3880>E-Y16729>
E-FTE85843>E-FTE85137. This group consists of one family, Devillaz. They have
undertaken two Big Y-700, with one outsider, that is three Big Y-700, two autoso-
mal, one mtDNA. Unlike its brother clade E-V12, a lineage which followed a com-
pletely separate, later historical pathway, E-V13 expanded into Europe during
early Neolithic farming waves (7,500-7,000 YBP) and more than substantially
during the Bronze Age (4,200-3,200 YBP).

G-M201: Bochatey - Bochatay, Coquoz, Duchoud, Moret, Raymond.
Borgeat. Voeffray. Délez — Guilloud (Trient Valley)

Haplogroup G-M201 is a paternal genetic lineage whose most recent common
ancestor lived roughly 30,000 years ago, likely in West Asia or the Caucasus
region. It spread with early Neolithic farmers into Europe, Anatolia, and the Middle
East, and today is especially common in the Caucasus. In Europe, it peaks in Sou-
thern and Central Europe, especially in Italy and nearby regions like Switzerland.

G-M201 >G-L89 (G2)..>G-P15...>G-L.30...>G-L140...>G-PF3345>6G-239367>
G-FTF32757>G-D7474>G-FTD8221. This group consists of five families representing
a macro-family, Bochatey - Bochatay, Coquoz, Duchoud, Moret, Raymond. They have
undertaken 10 Big Y-700, with two outsiders, thatis 12 Big Y-700, six autosomal, one
mtDNA. The YDNA mutation known as G-PF3345 formed about 11,000 years ago in
South West Asia, and its descendent branches, including G-L497, G-CTS342,G-26779
and others, account for a large percentage of all Haplogroup-G persons living today.
The original Haplogroup-G mutation (G-M201) is much older, having emerged about
40-45,000 years before present, while the age of G-P303 is about 15,000 years before
present. Today, G2a (including all its sub-branches), comprises about 5-10% of the
total European population. G-Z39367 is one of the smaller descendant-branches of
G-PF3345, and includes persons living today in Turkey, Armenia and Switzerland, as
we know so far. An ancient G-Z39367 YDNA sample, XAN104, is dated to about 3,500
BCE in Kydonia, Crete. The sub-branch G-FTD7474, which leads to the above Swiss
families, split from an Armenian/Turkish parallel branch about 7,000 years ago.
YDNA Haplogroup G2a in Europe is associated with migration of first-farming peoples
who came from Anatolia into Central and Southern Europe during the Neolithic.
However, it is not known if the ancestors of these particular Swiss G-FTD7474 fami-
lies arrived in Europe during the Neolithic or at a later time.

G-M201 >G-L89 (G2)..>G-P15...>G-L.30...>G-L.140...>G-PF3345>G-CTS342...>
G-Y334..>G-23292>G-243085>G-FT91208>6-FTC59003. This group consists of one
family, Borgeat. They have undertaken two Big Y-700, one autosomal, with one
outsider, that is three Big Y-700. G-L89 (G2) and its downstream branches G-P15,
G-L30, and G-L140 represent early European farmer lineages that became well
established in Central and Southern Europe. The Borgeat cluster under G-CTS342
was formed 10,550 years ago. The G-Z3292 clade, about 4,200 years old, has a
striking distribution, ranging from Sierra Leone to India, but with a consistent pattern
of strong representation in North Africa and the Middle East. The downstream clade
G-Z43085, about 3,400 years old, is shared with people from Morocco, the Iberian
Peninsula, Syria and Germany. This clade could be related to gene flow from the
Eastern Mediterranean to the Western Mediterranean during the Roman Empire, or
eventually G-FT921208 may have been carried from the North Caucasus to Eastern
Europe and then to Western Europe with later nomadic groups. The “Mediterranean
link” and a “non-Neolithic arrival” both seem well supported, in any case.
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G-M201 >G-L89 (G2)..>G-P15...>G-L.30...>G-L140...>G-PF3345>G-26779>
G-U1>G-FGC31390>G-L13>6G-22024>6G-L1354>G-FTG35568. This group
consists of one family, Voeffray. They have undertaken two Big Y-700, one auto-
somal, one mtDNA, without outsiders. G-P15, G-L30 and G-L140 represent early
European farmer branches that became firmly rooted in Central and Southern
Europe. G-L1354 could reflect an older Eastern Mediterranean—Caucasus—Balkan
lineage that became scattered at low frequency across Europe and the Near East.
Its presence in Armenia would likely reflect regional continuity in the broader
source area, while its appearance in Czechia (Slavic context), Switzerland, and
Marches (Italy) could reflect later spread and fragmentation during late Antiquity.
Overall, the pattern fits a layered system of Mediterranean and Balkan mobility,
with Byzantine networks as a likely main carrier and steppe-era disruption as a
possible amplifier of dispersal. A “"non-Neolithic arrival” seems well supported.

G-M201 >G-L89 (G2)..>G-P15..>G-L30...>G-L140...>G-PF3345>G-26779>
G-U1>G-FGC31390>G-L13>6-22024>G6-22022...>G-26759>G-FGC995>6G-26764.
This group, a late arrival during the 15" century, consists of one family, Délez -
Guilloud. They have undertaken two Big Y-700, one autosomal, with no outsiders.
G-P15, G-L30 and G-L140 represent early European farmer branches
that became firmly rooted in Central and Southern Europe. G-Z26764, around
3,800 years old, reflects a lineage possibly originating in the Anatolian-South
Caucasus interface region at its origin, later spread into a very wide but frag-
mented distribution through repeated historical mobility rather than a single
expansion event. Its presence across virtually all of Europe and also in many
parts of the Middle East, as well as far as Tatarstan, fits better with successive
waves of redistribution through large-scale connectivity systems. A “non-Neo-
lithic arrival” seems well supported. Instead, it could be a lineage potentially
associated with repeated historical mobility, possibly including movements
related to the Roman Empire.

I-M253 (11): Chappex (Eau Noire Valley)

Haplogroup I-M253 (I1) is a lineage native to Northern Europe whose deeper
roots extend back to Mesolithic hunter-gatherer populations that survived the
last Ice Age. While its ancestral origins are ancient, the I1 lineage experienced
significant population growth during the Bronze and Iron Ages, shaping its
modern distribution across Northern and Central Europe.

I-M253 (11) >I-L840...>I-DN29>1-Y2592...>|-56346...>1-Y23356> |-Y61058...>
[-FTC94912>I-FTC93295>I-FTG35597. This group consists of one family, Chap-
pex. They have undertaken two Big Y-700, with seven outsiders and one matching
Y-111, that is nine Big Y-700, four autosomal, two mtDNA. The downstream
branches I-DN29,1-S6346, and -Y23356 represent later diversification within the
I1 lineage. Their phylogenetic structure is consistent with the regional differen-
tiation that occurred as |1 populations expanded from Northern Europe into parts
of Central Europe, including areas near the Alpine foreland. While the precise
migration routes remain uncertain, these branches likely emerged as descendant
communities became geographically established and increasingly localised
during the late prehistoric and early historic periods.
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I-M223 (12): Claret, Pache (Eau Noire Valley). Derivaz (Trient Valley)
Haplogroup I-M223 (12) is a paternal lineage that originated roughly 14,000-
17,000 years ago in Europe, likely among Ice Age hunter-gatherers. Some sub-
clades became common in Central and Western Europe, particularly in regions
like Germany, the Netherlands, and Britain. Some sub-clades expanded further
during the Bronze Age and early Germanic migrations.

I-M223 (12) >1-P222>1-CTS616>1-FGC15071...>1-72059...>-516056>1-Y176112>
[-BY65196>1-FT304380. This group consists of two families representing a
macro-family, Claret, Pache. They have undertaken four Big Y-700, with one
outsider, five Big Y-700, two autosomal, one mtDNA. [-FGC15071 is a more recent
downstream branch that represents a specific paternal family line within [-M223
(12). The common ancestor of these families was a single man who probably lived
in a Germanic world during the 10" century.

I-M223 (12) >I-P222>|-CTS616>1-CTS10057...>1-P78...>-A427...>I-FGC70552>
I-FTA40070>I-FTH11145. This group consists of one family, Derivaz (one branch),
one Big Y-700, one autosomal, with no outsiders. I-CTS10057 is a more recent
downstream branch that represents a specific paternal family line within I-M223
(12). The cluster's ancestors may belong to the Roman Age Balkan cultural group.

J-M172 (J2): Revaz, Veuthey (Trient Valley). Claivoz (Saint-Maurice
area). Chappot, Mathey (Trient Valley).

J-M172 (J2), is an ancient paternal Y-DNA haplogroup, that formed about 32,000
years ago. Its many child haplogroups (sub-clades) are found throughout the world,
everywhere from latitudes in Southern India to Northern European latitudes. Today
itis found in greatest abundance in Georgia, Lebanon, Iraqg, Turkey, Iran, as well as
in various Jewish groups. J2 spread widely throughout the Mediterranean Sea
region, Middle East, and parts of Europe, often associated with early farmers, land
and sea traders, and ancient civilizations. J2 represents one of the key paternal
lines connecting Europe to ancient populations of the Aegean, Anatolia, and the
Balkans. J2's major sub-branches are J-M102 and J-M410, both of which formed
about 28,000 years ago.

J-M172 (J2) >J-M410 (J2a) ..>J-L24..>J-L.25>J-PF4888>..> J- 264>)-FGC5925>
J-FGC38880>J-7239960>J-FTG34920. This group consists of two families represen-
ting a macro- family, Revaz, Veuthey. They have undertaken four Big Y-700, two
autosomal, with no outsiders. J-M410 is a major branch of J2 that is predominantly
found in the Mediterranean Sea countries and islands, Asia Minor, the Middle East,
and Europe, with over 26,000 tested descendants. It is linked with Jewish popula-
tions and Ashkenazi Cohanim. J-PF4888 is one of three major branches of J-L25.
Brother branches include J-Z438 and J-F3133 and it is estimated that the three
brother branches formed about 9,000 years ago. Ancient remains (dated to about
1400 BCE) of a Phoenician/Carthaginian, from a grave site in Tunis, Tunisia, were
identified as J-L264. The J-L.264 lineage, formed about 8,000 years ago, is asso-
ciated with ancient Phoenician/Carthaginian and Eurasian migrations.

J-M172 (J2) >J-M410 (J2a) ...>J-L24...>J-1.25>J-2438>...>J-FGC35503...>
J-FGC35489>J-FGC35470>J-FGC35474>J-FT86817>J-FTH66567. This group
consists of one family, Claivoz. They have undertaken two Big Y-700, one auto-
somal, with no outsiders. J-Z438 is an ancient branch of L25 which formed about
9,000 years ago, likely in the Fertile Crescent region of Turkey, Iraq, Syria,
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Lebanon, Israel, Palestine, Jordan, and associated with the ascent of farming, as
observed with all the J2 haplogroups. J-Z438 was identified early on with the
unique characteristic Y-STR marker known as DYS445=6. DYS445=6 was found
in early (ar. 2005) DNA testing of indigenous populations of Turkey (Anatolia).

J-M172 (J2) >J-M102 (J2b) ..>J-1283..>J-2615...>J-21297...>J-2631...>
J-BY92405>J-FTD29000>J-FTD28647. This group consists of two families repre-
senting a macro-family, Chappot, Mathey. They have undertaken four Big Y-700,
one matching Y-37, one autosomal, one mtDNA, with seven outsiders, one matching
Y-37,thatis 11 Big ¥-700, six autosomal, four mtDNA. J-M102 is a major branch of
J2 which formed as part of expansions into Southeastern and Central Europe,
where J2 lineages became established alongside local populations. These branches
are often linked to long-distance cultural and economic networks that connected
the Mediterranean world with inland Europe during Antiquity. Haplogroup J-L.283
is a major European and Mediterranean branch of J-M102(J2b), with the highest
modern frequencies found in the Western Balkans and a notable presence in Italy,
often spreading via Roman-mediated migration. It likely originated in the Caucasus/
West Asia before migrating through the Balkans.

Q-M242: Cergneux (Trient Valley)

The paternal line belongs to Y-DNA haplogroup Q2-M242, 3 lineage whose dee-
pest origins lie in Northern Eurasia and Central Asia, where it emerged among
Upper Paleolithic hunter-gatherer populations. While haplogroup Q is best known
for its branches in Siberia and the Americas, the Q2 lineage represents an early
Westward extension that became established in parts of Eurasia long before
historical times.

Q-M242 >Q-L275 (Q2)...>Q-L245..>Q-FT399443>Q-BZ6>Q-FT117032>Q-BZ301>
Q-BZ302>Q-FTG35779. This group consists of one family, Cergneux. They have
undertaken two Big Y-700, with three outsiders, that is five Big Y-700, four autoso-
mal, four mtDNA. Q-L245 reflects ancient diversification as Q2 populations spread
across Inner Eurasia and Eastern Europe, likely during the late prehistoric period.
Over time, some branches moved further West and may have come in with Neolithic
or Bronze Age migrants, integrating into European populations through gradual
migration and assimilation rather than large-scale population replacement.

R1a R-M198: Cheseaux, Hugon, Lugon-Moulin, Lugon (Trient Valley)
Haplogroup R1a R-M198 is a major paternal lineage that formed about 16,000-
12,000 years ago, likely in Eurasia (Eastern Europe or Central Asia). Its bearers
became widespread during the Bronze Age migrations, commonly linked to
Indo-European speaking populations. Today it is common in Eastern Europe,
Central Asia, and South Asia.

R1a...> R-M198>R-YP1051>R-BY40276>R-FT196458>R-FTC69546.This group
consists of four families representing a macro-family, Cheseaux, Hugon,
Lugon-Moulin, Lugon. They have undertaken nine Big Y-700, three autosomal
and four mtDNA tests, with no outsiders. Because it sits on the relatively rare
R-YP1051 side of R-M198, rather than the much larger R-M417 branch, BY40276
represents an uncommon lineage within the broader R1 family.
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R1b R-L151

Haplogroup R1b R-L151 is a major paternal lineage that expanded from the
Eurasian Steppe in Western and Central Europe about 4,500-5,000 years ago
during the Bronze Age. It is associated with the spread of Indo-European cultures,
including the Corded Ware and Bell Beaker cultural expansions across Europe.

R1b R-L151 R-U106: Fournier, Jacquier (Trient Valley)

R1b...> R-L151>R-U106>R-22265..>R-2156..>R-522047..>R-FGC4634 4>
R-FGC68956>R-519552>R-FGC68946>R-FT422239>R-FTD7977. This group
consists of two families representing a macro-family, Fournier, Jacquier. They have
undertaken six Big Y-700, with two outsiders, that is eight Big Y-700, three autosomal,
two mtDNA. Haplogroup R-U106 is one of the main branches of R1b in Northern and
Northwestern Europe. Itis most common today in regions historically associated with
Germanic-speaking populations, including Germany, the Netherlands, Scandinavia,
and parts of the British Isles. The presence of this terminal SNP in Switzerland
reflects the regional diversification of R-U106 lineages and their integration into
long-established Central European populations over many centuries.

R1b R-L151 R-L21: Décaillet — Caillet, Frasseren, Jacquemoud,
Lonfat (Trient Valley and Argentiere)

R1b...> R-L151>R-P312>R-7290>R-L21>R-S5552>R-DF 13>R-Z39589>R-DF 49>R-
BY222288>R-FT413073>R-FTC18469>R-FTH36498. This group consists of four
families representing a macro-family, Décaillet — Caillet, Frasseren, Jacquemoud,
Lonfat. They have undertaken 14 Big Y-700, with one outsider, that is 15 Big Y-700,
five autosomal, three mtDNA. R-L21 is a paternal lineage whose origins lie in Wes-
tern Europe, emerging during the Late Neolithic to Early Bronze Age. While it is
most strongly associated today with Atlantic Europe, some downstream branches
expanded into Central Europe through a range of prehistoric and historic population
movements. The presence of this terminal SNP in Switzerland reflects the regional
diversification of R-L21 lineages and their integration into long-established Central
European populations over many centuries.

R1b R-L151 R-DF99: Dunand (Eau Noire Valley). Gross (Trient Valley)

R1b...> R-L151>R-P312>R-Z46516>R-FGC84729>R-DF99>R-29643>
R-FGC16982>R-516136>R-FGC16979...>R-BY15497>R-BY15485. This group
consists of one family, Dunand (one branch). They have undertaken one Big
Y-700, with no outsiders. Haplogroup R-DF99 is a downstream branch of R1b-L21
that emerged during the Bronze Age or later within Western Europe. The terminal
SNP identified in the Alps represents a more recent subdivision of this lineage
that likely developed after R-DF99 had already diversified. Its presence reflects
the long-term settlement and regional evolution of paternal lineages in Central
Europe, although the precise migration routes and historical processes that led
to its establishment remain uncertain.

R1b...> R-L151>R-P312>R-Z46516>R-FGC84729>R-DF99>R-29643>
R-FGC16982>R-S16136> R-S21914>R-BY15507>R-FTH65525. This group
consists of one family, Gross. They have undertaken three Big Y-700, with no
outsiders. Haplogroup R-DF99 is a downstream branch of R1b-L21 that emerged
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during the Bronze Age or later within Western Europe. The terminal SNP identi-
fied in Switzerland represents a more recent subdivision of this lineage that likely
developed after R-DF99 had already diversified. Its presence in Switzerland
reflects the long-term settlement and regional evolution of paternal lineages in
Central Europe, although the precise migration routes and historical processes
that led to its establishment remain uncertain.

R1b R-L151 R-U152: Ancey - Angay, Berguerand, Burnet, Carrier,
Cretton, Girard, Mermoud, Moret, Vouilloz (Eau Noire Valley and
Argentiére)

R1b... >R-L151>R-P312>R-Z246516>R-ZZ11>R-U152>R-L2>R-Z49>
R-S15208>R-FT424363>R-BY3620>R-FT380129>R-FTC62186>R-FTC68494. This
group consists of nine families representing a macro-family, Ancey — Angay, Ber-
guerand, Burnet, Carrier, Cretton, Girard, Mermoud, Moret, Vouilloz. They have
undertaken 18 Big Y-700, three matching Y-37, with no outsiders, four autosomal,
three mtDNA. R-U152 is a descendant of R-L151, commonly found in regions asso-
ciated with the ancient Celtic and Roman populations, particularly in Italy, France
and Switzerland. The common ancestor of these families was a single man who
probably lived in a Germanic world during the second half of the 9™ century.

R1b R-L151 R-DF27: Claivaz, Délez, Gay - Guex, Gay-Balmaz,
Gay-Couttet, Gay-Crosier - Guex-Crosier, Gay-des-Combes,
Gay-Fraret, Mottier (Trient Valley), Abbet (Eau Noire Valley).

R1b...> R-L151>R-P312>R-Z46516>R-7Z11>R-DF27>R-Z195>R-Z198>
R-CTS4188>R-S14445>R-229704>R-BY3268>R-Y26745>R-BY27745>R-BY27682.
This group consists of nine families representing a macro-family, Claivaz, Délez,
Gay - Guex, Gay-Balmaz, Gay-Couttet, Gay-Crosier - Guex-Crosier, Gay-des-
Combes, Gay-Fraret, Mottier. They have undertaken 18 Big Y-700, with 16 outsi-
ders (14 from Valais), that is 34 Big Y-700, six autosomal, four mtDNA. R-Z198 is a
downstream branch of R-DF27 that expanded primarily across the Iberian Penin-
sula and parts of Southwestern France during the Bronze and Iron Ages. While its
highest frequencies are found in Western Europe, some downstream lineages
spread into regions North of the Alps, including parts of Central Europe. The Swiss
terminal SNP represents a later stage in the diversification of this lineage, reflecting
its long-term presence and regional development within Central Europe.

R1b...> R-L151>R-P312>R-Z46516>R-7Z711>R-DF27>R-Z2195>R-Z274>R-DF17...
>R-FGC14113>R-Y134059>R-Y134065>R-S1302>R-FTF29279. This group
consists of one family, Abbet. They have undertaken three Big Y-700, one auto-
somal, with no outsiders. R-Z274 is a downstream branch of R-DF27, a major
Western European lineage of R1b-P312 that expanded primarily across the Ibe-
rian Peninsula and SouthWestern France during the Bronze Age. While DF27 is
most strongly associated with Iberia, some downstream branches are found
more widely across Western and Central Europe. The presence of a terminal SNP
in Switzerland reflects a later stage in the diversification of this lineage and its
long-term integration into Central European populations.

N
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POPULATIONS ON THE MOVE
AND GENETIC DIVERSITY

“Every Haplogroup Tells of a Journey Once Taken.”

Populations have always been on the move. The Mesolithic Western
Hunter-Gatherers, the Neolithic Transition with the arrival of the first European
farmers, the Metal Ages, the steppe Herders and the Balkans expansions, the
West Asian and mediterranean antiquity migrations, the Middle Ages, without
talking about today...

In our research, an objective has been fulfilled, finding out where the first occu-
pants of two valleys from the Alps were from, their variety of origins, and for
some of them, the understanding of their timing of arrival and last trek.

When did the 21 clusters arrive?

We realised that within the same haplogroup with distinct sub-clades, a few of
them may have arrived in the Trient and Eau Noire Valleys a very long time ago,
and some others, with certainty, only around 1100 CE. The main reason is that the
alpine abbots, among whom the ones of the monastery of Saint-Maurice d’Agaune,
lords of the Salvan’s community, have been actively encouraging migrants to
move to their territories. Already before but mostly around 1000 - 1200 CE, sett-
lers belonging to ancient haplogroups living somewhere along some monasteries
in Switzerland and South East Germany may well have been the last to reach a
land shaped by successive waves of migration and population replacement.

In our analysis, some such migrations are well understood, many are still unre-
solved. Out of 21 sub-clades, eight of them are offering clues of their origin and
timing of migration to the Trient and Eau Noire Valleys. The proportion for the
families is a little different: out of 51 families, 26 have their last trek known, as
well as their timing of arrival, within a determined c.i.

The clues are most of the time the same: a lineage whose TMRCA aligns with the
migration period and shows genetic links to the presumed area of origin, for example
Bernese Oberland, Switzerland, supporting a migration linked establishment.

Eight families have close matches, around 1000... 1100 CE with testers from Central
Switzerland or South East Germany. For the remaining one, the distance between
their MRCA and the first match is so important that it leaves a gap too substantial
to make the comprehension of where their ancestors were living possible.

In the future, a weakness should be corrected which may bring some clues about
various sub-clades! The canton of Valais (Wallis) boasts an extraordinary wealth of
archaeological finds. The quantity of ancient bones preserved across many regions
of the canton is spectacular. There are, however, exceptions. For example, no bones
have been preserved in the Trient and Eau Noire Valleys. Furthermore, the canton
has apparently not yet carried out Y-DNA and mtDNA analyses and is therefore
unable to provide the laboratory’'s database (containing over 7,300 ancient Y-DNA
samples) with any points of comparison®.

44, A project is currently underway, offering hope that some data will become available in the coming years.
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Out of in excess of 200 Y-DNA 700 tests, over 150 tests were selected for the
analysis®®, not including hundreds of “outsiders” with distant matches.

During the tests collection period, it became evident and necessary to test nume-
rous families from neighbouring villages, where families from the Trient or Eau
Noire Valleys may have migrated over the centuries without leaving any traces in
the documentation. Many dozens of supplementary Y-DNA 700 tests have then
been conducted.

It will be interesting at some point to compare the genetic diversity of the Trient
and Eau Noire Valleys with other areas of the Alps. In the future, the analysts will
surely take advantage of the latest available techniques, avoid a number of pit-
falls, and offer similar insights about haplogroups and sub-clades.

» Samples will no longer be chosen at random within one target region or another.
The analysts will consider modern and medieval genealogy. They will obviously
remove from their analyses some highly related individuals, a rather rare event
which modern genealogy has mastered. Benefiting by their knowledge of
medieval genealogy, they will avoid a very important bias: testing persons with
ascendants who arrived in the region under analysis only a few centuries ago,
with remote and uncommon origins“. Today, in view of the dramatic changes in
the population’s composition of even remote places where old families are
gradually replaced by newcomers, falling into such traps would produce signi-
ficant distortions.

The analyses will no longer be based on, for example, 23... 37 Y-STRs, preventing
the researchers from discovering modern and ancient MRCA as well as medie-
val macro-families, essential for establishing correct statistics, when at least
600 or even up to 838 Y-STRs are now available.

The aspect of fertility and reproductive capacity variations between clusters
over the centuries will be considered. Very often, the founder effect has been
ignored. In the future, the researchers will obtain very precise sub-clades in
view of the high Y-STRs level obtained. Moreover, they will benefit from precise
medieval information about a cluster's EKA. A man identified in 1250 in the
documentation, at the documented origin of 10 families living today under diffe-
rent surnames, generating a large population, has a completely different
influence on the actual genetic diversity of a specific community than a man
also identified in 1250, at the source of one single family whose descendants
are incomparably fewer.

The objective of this research is primarily focused on finding the origin of the
migrants who gradually populated the two valleys. Calculating the percentages
of haplogroups and sub-clades for today’'s population has been done in the past
many times by other researchers. The results were unfortunately not adequate,
suffering from too many biases as described above.

45. A few of them were testers from Argentiere, with evident kinship and same EKA that some of Vallorcine's
families.

46. In the author’s village, around 1900, 95% of the population was descendant of families already present in
the Trient Valley before 1200 CE. Around 1945, just before the author's birth, the percentage was around
85%. Today, that percentage is around 40%. This situation is representative of the relevant evolution of the
Trient and Eau Noire Valleys, and probably of most Alpine valleys.
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As medieval genealogy confirmed by an in-depth genetic analysis has enabled
us to understand exactly families’ structures, in line with our target of discovering
such structure as closely as possible as the last migration times, we will use such
data to calculate the sub-clades’ population percentages. Consequently, only the
unique EKA (or ancient MRCA) of today’s many families will be taken into con-
sideration.

An obvious example can be given with the R1b R-L151 R-DF27 R-Z198 cluster.
A calculated MRCA, R-BY27682, born around 700 CE within a rather large confi-
dence interval (c.i.) from around 374 until 978 CE, is migrating from Central Swit-
zerland towards Valais (Wallis). He arrives at the proximity of the monastery of
Saint-Maurice d’Agaune, most probably later, around 850 CE. One of his descen-
dants remains in that area, still represented today under a specific family name.
Two of his descendants move to the “Mont de Salvan”, one to a wild, inhospitable
and lost place called Le Trétien, giving birth over the centuries to a family still
represented today, the other one to the Bioley, above Salvan, giving birth to eight
families still represented today. Another one of his descendants stays in the Sion
area, and sees his descendants stay in Saviese and other places of the Val
d'Hérens and the surrounding areas, ten families in total still represented today.
This ancestor gave birth to (so far discovered) 21 families.

One can easily imagine that researchers today, not aware of this situation, testing
many or all the 21 families instead of only one or a few, would obtain a very wrong
distribution of such a sub-clade at the turn of the first millennium.

The unique geography of the two valleys inherently fostered conditions of genetic
isolation. This limited contact with outside populations had consequences: pre-
servation of lineages, unique genetic variants, and ancient Y-DNA that might have
been lost in more cosmopolitan populations, and founder effects. If the valleys
were initially settled by a small number of families or individuals, founders, their
specific genetic profiles, and of course their Y-DNA could become disproportio-
nately common in subsequent generations due to chance and limited initial
genetic diversity.

To understand the impact of our method on statistics, we compare the percentage
of the various haplogroups and sub-clades enumerated in the former chapter,
once on the basis of the tested families of today, once on the basis of their com-
mon ancestor discovered at medieval times, mostly during the 13" century and
a few times already at the end of the 12" century. Being much closer to the
migration times is producing a much more robust and precise analysis, espe-
cially when we look at examples like the one of the calculated R-BY27682
MRCA, issuing a lineage that survived in a wild and lost place for centuries
without expanding, and another that virtually exploded over time.
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REALITY OF MIGRATORY MOVEMENTS

Percentage of the number of families for each haplogroup and sub-clade between today and 1250 CE

Excluding the three late comers families

Haplogroups Salvan and %/ Salvan: Vallorcine: Total: number | %/
and sub-clades Vallorcine: 48 families | number of Number of of families 26 families
number of families families around
families today around 1200 | around 1300 |1200-1300

1 |E-M35E-V12 1 2.08% 1 1 3.85%
2 |E-M35E-V13 1 2.08% 1 1 3.85%
3 |G-M201 G-Z39367 5 10.42% 1 1 3.85%
4 | G-M201 G-CTS342 1 2.08% 1 1 3.85%
5 |G-M201 G-26779 G-L1354 1 2.08% 1 1 3.85%
6 | 1-M253 (1) I-FTC93295 1 2.08% 1 1 3.85%
7 |1-M223(12) I-FGC15071 2 4.17% 2 2 7.69%
8 | I-M223(12) I-CST10057 1 2.08% 1 1 3.85%
9 1 J-M172 J-M410 (J2a) 2 4.17% 1 1 3.85%
10 | J-M172 J-M102 (J2b) 2 4.17% 2 2 7.69%
11 1@Q-M242 Q-L245 1 2.08% 1 1 3.85%
12 |R1a R-M198 R-BY40276 4 8.33% 1 1 3.85%
13 |R1bR-L151 R-U106 2 4.17% 1 1 3.85%
14 |R1b R-L151 R-L21 4 8.33% 2 2 7.69%
15 |R1b R-L151 R-DF99 1 2.08% 1 1 3.85%
16 | R1bR-L151 R-U152 9 18.75% 5 5 19.23%
17 |R1b R-L151 R-DF27 R-Z2198 9 18.75% 2 2 7.69%
18 |R1b R-L151 R-DF27 R-Z2274 1 2.08% 1 1 3.85%

TOTAL 48 ~100% 15 1 26 ~100%

This study helps to determine if certain lineages are over- or under-represented
in the two valleys, potentially indicating founder effects or long-term genetic drift.
Over 800 years, thanks to more prolific ancestors, some clusters have evolved
more positively than others.

The comparison with some existing reports on the subject is not possible at this
stage for reasons explained formerly, the numerous biases being too substantial.
Nevertheless, such information will be available by the results obtained by some
communities studied within the ValaisADN-WallisDNA project*’.

The sub-clades statistics are the only one of interest for this work. These will be
detailed in the study of each cluster. Calculations for general haplogroups would
give the following results.

E cluster percentage of 7.7% was diluted down to 4.16% over the centuries, a
reduction of around 46%, mainly due to the fact that it did not produce new fami-
lies compared with some other sub-clades.

G cluster percentage of 11.5% increased to 14.58% over the centuries, a growth
of around 27%, a modest rise considering that the three families existing in 1200
gave birth to seven families today.

47. The macro-families of the ValaisADN-WallisDNA project still under construction (presently around
650 testers, most of them descendants from medieval families) are not yet widely studied except
for the Val d'Hérens project, very advanced and exceptionally well built.
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I1 cluster percentage of 3.85% was diluted down to 2.08% over the centuries, a
reduction of around 46%, mainly due to the fact that it did not produce new fami-
lies compared with some other sub-clades.

|2 cluster percentage of 11.54% was diluted down to 6.25% over the centuries, a
reduction of around 46%, mainly due to the fact that it did not produce new fami-
lies compared with some other sub-clades.

J2 cluster percentage of 11.54% was diluted down to 8.34 % over the centuries,
a reduction of around 28%, even though it produced one more family.

Q cluster percentage of 3.85% was diluted down to 2.08 % over the centuries, a
reduction of around 46%, mainly due to the fact that it did not produce new fami-
lies compared with some other sub-clades.

R1a cluster percentage of 3.85 % more than doubled to 8.33% over the centuries,
an increase of around 116%, mainly due to the fact that it produced three new
families compared to other sub-clades which did not.

The various R1b sub-clades representing today around 54,16%, were in reality
only 46.16% 800 years ago, an increase of around 16%, not in line with the new
14 families created by the original 12 families existing around 1200.

A word about the Walser's migrations, a phenomenon being at last seriously
studied following the discovery of the largest colony within the Franco-Provencal
world, Evoléne, Valais (Wallis)*®. As per the time of this publication, no families
from the 51 studied within the Trient and Eau Noire Valleys seem to have a Walser
origin. Only two of them issued from an EKA living in Salvan around 1200 CE
match various Walser families from Bernese Oberland, Oberwallis as well as
North Italy and Graublnden who migrated from Bernese Oberland to Oberwallis
around 800 or 900 CE. This EKA's ancestor, like many other families’ ancestors
from the Trient and Eau Noire Valleys and so many neighbouring valleys, migrated
most probably from the Emmental and Simmental Valleys or Central Switzerland
through the usual passes, the col des Mosses, the col du Pillon, the col de la Croix,
leading to Aigle, Bex, an area belonging to the monastery of Saint-Maurice
d’Agaune®’, also lord of Salvan in the Trient Valley, where abbots sent so many
migrants of Germanic origin over the centuries.

This exhaustive panorama of the Trient and Eau Noire Valleys original population
genetics is not only benefiting from the revolutionary new genome-wide data
technique, but complemented by medieval sources, providing a much greater
depth and resolution for understanding how the communities saw their demo-
graphic process shape the actual genetic structure of their descendants.

The genetic research offers the potential to uncover previously unknown connec-
tions between families, both within and between valleys, and even more impor-
tant, connections with “outsiders” from Switzerland or other European countries.
Providing an independent validation for historical accounts of migration, settle-

ment, and persistence.

48. A fantastic achievement from Charles-Albert Beytrison and Hervé Mayoraz, researchers who have
successfully built a similar material as the one of this study for their own area, the Val d'Hérens, Valais
(Wallis), as well as an incredible genealogy for all the families from medieval times until today.

49.1n medieval times, very numerous are the mentions of Theutonici, Allamand... living around that zone.
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STRENGTHS OF THE ANALYSIS

“The following pages set out why this method itself is significant; the concluding
chapter will then turn to what it has concretely revealed.”

« Beyond individual family histories, this study is poised to contribute to a broader
understanding of micro-evolutionary processes. The isolated Swiss valleys, with
their documented histories and relatively stable populations over extended periods,
serve as valuable natural laboratories for observing the effects of genetic drift,
founder effects, and long-term lineage survival in geographically structured human
populations. By documenting Y-DNA lineages, their frequencies, their geographic
distributions, and their estimated times of origin or divergence, this research can
provide empirical data on how these fundamental evolutionary forces have operated
over centuries within known historical and geographical frameworks. This contribu-
tion extends the relevance of the findings beyond Swiss genealogy into the wider field
of human population genetics.

Finally, the outcomes of such research can have a profound cultural resonance. For
descendants of these Swiss valley families, the discovery of tangible genetic links to
their deep ancestral past can be a powerful experience, fostering a renewed interest
in local history, the preservation of historical records and oral traditions, and the
safeguarding of the unique cultural heritage associated with these founding families
and their enduring legacies. Thus, rigorous scientific investigation into the genetic
past can catalyze a deeper appreciation and engagement with the historical and
cultural narratives that shape present-day identities »%°

This report has demonstrated a comprehensive strategy for employing genetic
genealogy, with a primary emphasis on Y-DNA, tracing links back to the medieval
period. An interdisciplinary approach is more than essential. The careful and
critical integration of genetic findings had to be done with meticulous historical,
onomastic and traditional genealogical research. Both together bring some
serious lights and a successful approach to the complex tapestry of the past.
Often, the medieval information is perfectly in line with the genetic results. Some-
times, corrections are evident, having to do with medieval miscomprehensions
or absence of information having led to assumptions proving inadequate.

This work has offered rather fantastic discoveries, large macro-families formed
just before the arrival of archival information, surprising MRCAs with families
living in neighbouring villages or other Swiss and foreign locations. It has more
than once confirmed logical assumptions made when the documentation was not
sufficient for confirming formal proofs.

Critical for the project, was discovering specific sub-clades defined by a series of
downstream SNPs, absolutely necessary to refine ancestral connections to the
medieval time frame and link them for a better comprehension of the migrations
inside the two valleys. We first identified potential clusters of men who shared a
surname and appear to be paternally related based on their Y-STR profiles. Once
such clusters were identified, individuals got high resolution Y-SNP testing,

50. Dave Vance. Cf. Unveiling Medieval Patrilineal Landscapes: a Genetic Genealogy Study of Surnames in Isolated
Swiss Valleys.
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confirming the deeper ancestral connections, with a calculated TMRCA. Specific
unknown branches appearing, not spotted in the relevant archival sources, not
based on legends or assumptions, would then bring some modifications to the
family’s history. On the other hand, some calculated dates of branches with a
modern precise timing, will have the modern genealogist correct the genetic
information.

The main strengths of this analysis can be resumed as follows.

« |t is taking place in two secluded valleys where the isolation has limited exten-
sive inward gene flows, facilitating the comprehension of the medieval family’'s
genealogies.

It has studied a population with a mobility only directed outwards to the Fran-
co-Provencal world exclusively. An extremely limited inflow of newcomers has
permitted us to detect and reject all sorts of admixture and minimise the noise
eventually produced by continuous external Y genetic input.

It has studied surnames from their first appearance around 1200 CE and
onwards, an exploration seldom completed in the Alps, the result of 20 years of
research work.

It has studied the multiple medieval and post-medieval documented changes
of surnames, an absolute necessity for a comprehensive analysis, a phenome-
non not even known by some medievalists. It has analysed thousands of docu-
ments from well-documented archival collections, enabling the understanding
of surnames’ transformation process.

It has selected descendants of 32 families present around 1200 CE and before,
descendants of 16 families whose ancestors arrived around 1260, descendants
of three families whose ancestors arrived before 1500. No other more recent
settlers are part of the study.

It has exclusively tested anonymous official descendants of medieval families
benefiting from a direct patrilineal line, through one, two, three or more subse-
guent surnames over the centuries. Such testers benefit from 700 — 800 years
genealogical trees, 23 — 26 generations.

« |t has tested at least two, but very often many more descendants of one specific
EKA belonging to different branches, having split at least before 1800 CE.

« |t has integrated genetic and historical data for each of the 51 families.
« |t has outlined the 21 genetic clusters of the two valleys in chronological order.

* [t has evaluated for each family the correlation between the medieval genealo-
gical research and the genetic results.

N
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Y-DNA AND MEDIEVAL RESULTS
CORRELATION

“Ancestors Confirmed: A First Encounter Between Y-DNA and Medieval Archives
in the Alps.”

For each of the b1 families to be analysed in subsequent Parts, an analysis of the
correlation between medieval archival data and Y-DNA results will be presented,
along with their phylogenetic trees. In modern genealogy, the exact dates for each
branch are known, although genetic data still provides these with margins of
error that can be quite significant depending on the circumstances.

Out of the b1 families, such an analysis is only precise for the 35 families of the
Salvan’'s community, in view of the lack of archives covering the arrival of the
Vallorcine settlers. Nevertheless, the analysis of the 16 old families of Vallorcine
confirms the author's impressions at the time of L'erba publication®': there were
few Germanic migrants. In fact, only six or eventually seven families or group of
families (one macro-family is composed of nine families) originating from this
place or neighbouring hamlets have a specific Y-DNA signature.

A brief overview of the correlation can be resumed as follows.

Salvan community at medieval times, 35 families

The Bochatey — Bochatay, Coquoz, Duchoud, Moret, Raymond were seen as four
different families, the Coquoz and Duchoud having a MRCA dated early 15" cen-
tury. The genetic results show that they have an earlier MRCA unnoticed in the
medieval documentation, but logical. Also, the Coquoz and Duchoud were sup-
posed to descend from the Derivaz; the genetic results show that this is not the
case, as they belong to a different sub-clade.

The Borgeat were seen as an independent family, corresponding to genetic results.
The Voeffray were seen as an independent family, corresponding to genetic results.

The Délez — Guilloud were seen as an independent family, corresponding to gene-
tic results.

The Chappot and Mathey were seen as two different families. The genetic results
show that they have an earlier MRCA unnoticed in the medieval documentation,
a surprise, but logical.

The Revaz and Veuthey were considered two different families. The Veuthey
were clearly sharing the same patrilineal lineage as the Cheseaux, Hugon,
Lugon-Moulin, and Lugon, another haplogroup. The genetic results show that they
share a most recent common ancestor (MRCA) not mentioned in medieval
records. Also, the Revaz were thought to descend from the Derivaz, but the gene-
tic results show that this is not the case; they belong to a different haplogroup.

51. Raymond Lonfat : cf. vol |. L'erba, Histoire de la seigneurie abbatiale de la vallée du Trient, des origines jusqu'en
1349, Salvan, Finhaut, Vernayaz. 2010. Cf. chap. Theutonici.
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The Claivoz were seen as an independent family, corresponding to genetic results.

The Cergneux were seen as a family descending from the Bochatey - Bochatay.
The genetic results show that the cluster belongs to a different sub-clade even
though the medieval archives were formal about it.

The Derivaz were seen as an independent family, corresponding to genetic results.

The Cheseaux, Hugon, Lugon-Moulin, Lugon were seen as an independent family,
corresponding to genetic results (850 years later than their MDKA!)

The Fournier and the Jacquier were seen as two different families. The genetic
results show that they have an earlier MRCA unnoticed in the medieval documen-
tation, even though a document dating from the end of the 13" century might have
hinted at a compensation following an illegitimate birth.

The Décaillet - Caillet, Frasseren, Jacquemoud, Lonfat were seen as four different
families. The genetic results show that they have an earlier MRCA prior to the
available medieval documentation, a logical surprise. Except for the Frasseren, a
family from Argentiére, Haute Savoie, France, not far away from Salvan and the
monastery of Saint-Maurice, probably the first family to clear the land of that
place called today Les Frasserands.

The Claivaz, Délez, Gay — Guex, Gay-Balmaz, Gay-Couttet, Gay-Crosier — Guex-
Crosier, Gay-des-Combes, Gay-Fraret, Mottier were seen as one independent
family, except for the Claivaz living in another hamlet, as well as for the Mottier.
The genetic results show that the Claivaz and the Mottier belong to the macro-
family, with, for the Claivaz, an earlier MRCA prior to the available medieval docu-
mentation, a surprise, but logical.

The Gross were seen as an independent family, corresponding to genetic results.

Vallorcine community at medieval times, sixteen families.

The Bozon were seen as a separate family, corresponding to genetic results.
The Devillaz were seen as a separate family, corresponding to genetic results.
The Chappex were seen as a separate family, corresponding to genetic results.

The Claret and the Pache were seen as two separate families. The genetic results
show that they have a MRCA soon before their arrival at Vallorcine.

The Dunand were seen as a separate family, corresponding to genetic results.

The Ancey — Ancay, Berguerand, Burnet, Carrier, Cretton, Girard, Mermoud, Moret,
Vouilloz were seen as separate families, except for the Berguerand and Cretton
seen as having a recent MRCA. The genetic results show that all the abovemen-
tioned families have a MRCA born most probably before his arrival at Argentiére
and Vallorcine. Four families were first observed at Argentiere, the Ancey — Ancay,
Carrier, Girard, Moret.

The Abbet were seen as a separate family, corresponding to genetic results.
Atype of analysis is not included in this publication. Some atDNA and mtDNA data
are available for the families under review or can be easily obtained. Combining

their results with our Y-DNA 700 analysis could eventually allow us to better
understand the valleys historical population dynamics.
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CONCLUSION

“Before the Advent of Genomics, Only the Mist of Memory Remained.”

Where the preceding chapter addressed the strength of the method itself, this con-
clusion turns to its concrete findings.

We are offering unprecedented insights into the genetic history and migrations
within this alpine region. For the first time, thanks to genetic genealogy, it has
been possible to verify the robustness of published medieval genealogy,
dependent on the discovery of documents proposing random traces of bearers
of very often changing surnames over the centuries, without the help of any type
of birth, wedding, death registers.

This work provides the first panorama of the overall haplogroup and sub-clade struc-
ture within these two alpine valleys, and a study of an historical micro-migration.

For each family analysed, we reveal the patrilineal Y-chromosome and surname
correlation with medieval information. We document their specific sub-clade and
determine their EKAs and MRCAs across various time periods. We also research
their ancient and more recent origins and pinpoint the timing of their last migra-
tion towards the Trient and Eau Noire Valleys®2.

The main strengths of the analysis have been enumerated in a preceding chapter.

On the conclusion side, in short...

« We provide for the first time an exhaustive inventory of the sub-clades obtained
from testing exclusive descendants of known medieval families.

» We detect the evidence of the diversity of sub-clades, successive waves of
migration, within two rather isolated Alpine valleys.

» We provide the evidence that within a same haplogroup appearing in a specific
closed area, sub-clades may have a very different migration timing, different
last trek, different population growth over the centuries.

» We validate the fact that in our society, the Y-chromosome and surnames are
paternally coinherited, leading to corresponding Y-haplotype and sub-clade for
each surname.

» We detect extraordinary patrilineal continuities, up to 850 years, with some-
times up to four changes of surnames over the centuries.

» We detect unknown and surprising macro families, small or large, a knowledge
essential for proper statistical calculations.

* When it comes to Y-DNA distribution of haplogroups or sub-clades from a spe-
cific community, we provide the evidence that statistics based on random
modern testers are not adequate as they are strongly biased by at least four
factors:

- random testing is not acceptable because it prevents researchers from exclu-
ding the descendants of families who have recently moved into the tested area.

52. Part II, lI, IV... XXII will cover the analysis of 51 families, grouped into 21 clusters.
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- an analysis based on at least 600 — 848 Y-STR is mandatory, as one based on
fewer STRs prevents researchers from identifying ancient MRCA.

- an analysis without the knowledge of ancient MRCAs is not acceptable as it
prevents researchers from detecting the existence of macro-families and
therefore prevents them from understanding the impact of founder effects.

- statistics based on modern testers, even detected with a medieval lineage,
rather than on ancient MRCAs from one family or a macro-family, closer to the
last migrations, are not adequate as they are often distorted.

» We discover foreign MRCAs before the surnames’ creation, providing some
evidence about the origin and timing of migrants towards a specific area.

» We discover local MRCAs after the surnames’ creation. We can give a name to
most MRCAs appearing after 1180 CE and to precise true or truer TMRCAs.

« We provide a robust analysis of the correlation factor between the published
medieval and modern genealogy and the reality issued from the genetic Y-DNA
analysis.

» We detect few MPEs and NPEs, issued from various reasons like different bio-
logical father, adoption or hidden adoption, maternal surname transmission,
hidden baby exchange, undetected surname change... a percentage between
3.3% and 4%.

» We accumulate precise modern data that can help in the future the lab scientists
to reduce the c.i. of TMRCAs.

Finally, we have to face the facts.

As this study sheds some light on the successive waves of migration and demo-
graphic renewal that have followed one another, it is offering a glimpse into how
the present state was shaped by earlier movements.

We were able to detect the ancient origins of our twenty-one sub-clades from the
earliest times.

Tracing their last path until their appearance at medieval times was more diffi-
cult. Out of 21 sub-clades, only eight brought serious clues about their recent
origin and last trek timing. In terms of families, it is 26 out of 51.

Nevertheless... This study is based on participatory science and therefore
constantly evolving in the midst of change!

The potential arrival of a new Y-DNA tester within various global databases
with a signature close to that of a given cluster, one of an ancient find, one
discovered through new research papers, can suddenly shed new light on its
ancient and modern history.
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ANATOMY OF A CLUSTER'S HISTORY

Parts II, l1I, IV... XXII will cover the analysis of 51 families, grouped into 21 clusters. Here is a brief
overview of how these studies are structured. Here is the example of a cluster.

CHAPPOT (from Salvan), MATHEY (from Salvan)
Valais (Wallis), Switzerland

And “outsiders”
METKER, HEINZEN, NEWCOMER (NEUKOMMET-ER), PIRRO, VOIDE, IMHASLY,
BUOL

Cluster J-M172 (J2) >J-M102 (J2b) ...>J-L283...>J-Z615...>J-Z1297...>
J-Z2631...>J-BY92405>J-FTD29000>J-FTD28647

TABLE OF CONTENTS The Chappot (two SDEs) and the Mathey (five SDEs), two families
« Introduction from the Trient and Eau Noire Valleys whose close kinship was
+ Medieval genealogical information not clearly apparent in medieval records, but who logically

on the Chappot and Mathey

appear now to descend from an EKA whose identity is known,
* Modern genealogical information

born around 1245 CE.

on the testers
'YfaNﬁ results, ‘l?ompO"SO” The emergence of seven families of matching testers whose
th t . . . . . .
.g'btoin?nZTLi:jiMRCAs ancient origins lie outside the Trient and Eau Noire Valleys,
geographical location together with various samples of ancient bone DNA, makes the
« Understanding and interpreting data, analysis of these two families — their last trek before arriving at
strength of the correlation between Salvan, and the timing of their arrival — all the more fascinating.
surnames and the Y-chromosome
» Ancient migration paths, until the last ) N
trip to Salvan, Valais (Wallis), \ FTDNA Match Time Tree”: Chappot — Mathey — Metker —
Switzerland Heinzen — Newcomer (Neukommet-er) — Pirro — Voide -
* Key findings summary Imhasly — Buol.

Matches with Big Y (11)
600 CE 800 CE 1000 CE 1200 CE 1400 CE 1600 CE 1800 CE 2000 CE Paternal Ancestor

______________ B J-FTD28647

J-FTD29000 pommm e — De————— "

Chappot, Salvan, Valais
28811 (Wallis), Switzerland

l.-. ....................

Mathey, Salvan, Valais (Wallis),

— Switzerland
- Mathey, Salvan, Valais (Wallis),

Switzerland
J-FTF99941 _Q Mathey, Salvan, Valais (Wallis),

L Switzerland

F *

q Metker, (Hessen ?) Germany

Heinzen, Ried-Brig,
Wallis (Valais), Switzerland

-

1/

J-FTG39624 % Emmental, I;ern, Switzerland

= -
Pirro, Val Anzasca,
J-FTG40225 — q’ Piedmont, ltaly

hq Pirro, Val Anzasca,

) Piedmont, ltaly

Buol, Davos, Graubunden,
J-FTG16853 Switzerland

Voide, Zermatt - Evoléne,
Valais (Wallis), Switzerland
! ly, Fieschertal,
Wallis (Valais), Switzerland

-

|

* Copyright 2022-2026 Gene by Gene, Ltd.
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GLOSSARY (acronyms and abbreviations)

Comprehensive glossaries can easily be found in a wide range of publications,
notably in lain McDonald's work: Phylogeography of R-U106, 2025, source of the fol-
lowing enumeration.

Listed below are only the words, acronyms and abbreviations used in the prece-
ding text.

e c.i.: confidence interval. For example, a 95% confidence interval means there is
formally a 95% probability that the true value lies within the stated range.

e EKA: earliest known ancestor. For Y-DNA, this represents the oldest person known
on a person’s male line. Also called a most-distant known ancestor (MDKA).

» at-DNA: autosomal DNA is inherited equally (50%) from both parents, it is widely
used in genealogy to identify cousins, confirm recent ancestry up to b generations,
and provide ethnicity estimates.

e mt-DNA: DNA stored in the mitochondria, passed down from mother to child.

e Founder effect: The very successful foundation of a new haplogroup by a man,
which leads to an outsize sub-clade within a haplogroup. If this success was asso-
ciated with a migration, it may move the geographical locus of the entire parental
haplogroup away from its location of origin.

e MRCA: most recent common ancestor. For Y-DNA, this represents the last person
in a male-line family tree that is related to two different Y-DNA testers, with each
tester then descending from different brothers. For example, my cousin’s paternal
grandfather is my paternal grandfather, so that grandfather is our MRCA.

e MPE: misattributed-parentage event. Any event where the genetic parent of the
child is not that listed in a genealogy. This includes NPEs, but also issues arising from
poor genealogy (either through lack of rigor or lack of records).

e NPE: Strictly, a non-paternity event or, more loosely, “not the parent expected”.
Strict definitions are that the genetic father of a child is not the father named on a
birth certificate (or similar document). Loose definitions are any case where the EKA
is not what is stated by the genetic tester, including MPEs and SDEs, which are more
testable in phylogenetic studies.

e SDE: surname discontinuity event. Any event that changes the surname of the
paternal line. This includes NPEs, some MPEs, adoptions, intentional surname
changes, etc.

e TMRCA: Time to most-recent common ancestor. Literally, the number of years
since the common ancestor of two testers lived. For consistency, it is best calculated
from the birth date of the modern testers (usually a date between 1950 and 1960
AD is assumed) and results in an estimate of the number of years since their MRCA
was born. The term TMRCA is also used (slightly erroneously) to refer to the corres-
ponding calendar date.

¢ Y-DNA: DNA stored on the Y chromosome, passed down from father to son.

* Y-SNP: Single nucleotide polymorphisms on the Y chromosome. These represent
the change of a single base pair. The fewer mismatching Y-SNPs two testers have
in a sequence of DNA, the closer they are related.

¢ Y-STR: Short tandem repeats on the Y chromosome. These represent short, repea-
ting structures within the genome. Changes in the number of repeats occur over
time. The differences in the number of repeats in a set of Y-STRs define a genetic
distance (GD), which is linked to how far in the past two men are related.
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LIMITATIONS OF THE STUDY

“DNA does not lie, but it does not always speak plainly either.”

» Medieval genealogy is not an “exact science”!

« Since the availability of archival records varies greatly between the two valleys
analysed, the reconstruction of the medieval patrilineal genealogies of the
35 families of Salvan is more accurate than that of the 16 families of Vallorcine.

 For reasons explained in this paper, the comparison with some existing reports
or statistics on the subject, suffering from many substantial biases, is not pos-
sible at this stage (Cf. chapter XI).

« When no matching “outsider” emerges, the analysis is then narrowed.

« "Outsiders” generally have very limited family trees, most of which go back only
as far as around 1750...

« Sometimes "outsiders” do not respond to requests for information, which makes
it impossible to determine the exact place of origin of their ancestors.

 The current testing technologies can only probe about a quarter of the Y chromo-
some accurately. Consequently, there is no genetic basis on which to separate
MRCAs appearing on the Match Time Trees. New technologies being explored,
several years from being marketable, have the potential to improve this situation -
specifically long-read technologies like PacBio and Oxford Nanopore.

 The brief narrative of the haplogroups and sub-clades family lines of chapter X
is irregular, depending on the responsiveness of the administrators of the
various projects related to the subclades.

FUTURE DIRECTIONS

“The mist that once hid history will, in time, be read one strand of DNA at the time.”

« In the near future, comparisons with papers prepared on some specific areas
covered by the ValaisADN-WallisDNA project, namely with the very advanced
and exceptionally well-structured Val d'Hérens project benefiting from a robust
patrilineal background from medieval times, will be possible.

The narrative of the haplogroups and sub-clades family lines will be detailed
more precisely with the publication of Parts II, Ill... XXII covering the analysis of
51 families, grouped into 21 clusters.

The complete lack of Y-DNA markers on ancient bones from the Valais (Wallis)
region will be somewhat remedied over time, eventually adding relevant infor-
mation to each cluster analysis.

The very few ancient families whose modern descendants have not yet been
identified so far may one day be included in this analysis, without significantly
altering its content.

Some of this cluster’s testers have done their mtDNA (maternal line ancestors)
and autosomal DNA (all ancestral lines, paternal and maternal) analyses. Both
are irrelevant to the deeper Y-DNA relationships and therefore the results are
not discussed in this project. They may be useful in the future to complement
and reinforce the conclusions of this paper.

» Matching “outsiders” can appear any time, helping to trace the specific cluster’s
last path until their appearance at medieval times.
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